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Posi.: pGL3 Control Vector
(SV40 promoter)
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NF-KB2: pGL4-phNF-KB2 (RDB# 7478)
TXN: pGL4-phTXN (RDB# 7518)
NQOL1: pGL4-phNQO1 (RDB# 7570)

2010, DNA Bank, RIKEN BioResource Center



[ GENETYX : Nucleotide Sequence Homology Data ]

Date : 2009.08. 28
1st Nucleotide Sequence
File Name : Reference Sed. gnu

Sequence Size . 5568

2nd Nucleotide Sequence

File Name : RDB7478F. fasta

Sequence Size - 716

Unit Size to Compare

Pick up Location

1
1

[98. 714% / 700 bp] INT/OPT. Score : <

42’

61"

102°

1207

162

1797

222

238"

282’

G GCCTAACTGG

) kkokokekekekokokk

” GGTGCCAGAA CATTTCTCTG GCCTAACTGG

CTGCGCCAGT CCAGAGTTAA ACTTTCAGCC

sokskskkkkloRok ofotolofoooook skokskokokokokokokok
CTGCGCCAGT CCAGAGTTAA ACTTTCAGCC

GGAAACGTCA TGGGAATTCC CNCCCTCCGG

sokskkkklololok ofolololoooolok ok skokskokokokokok
GGAAACGTCA TGGGAATTCG C-CCCTCCGG

GCCCTGCTGG CANGGCGAGG TGTCGCGACC

sokskskkkkololok ok Sofofolotelok sekskokokokokokokoK
GCCCTGCTGG CA-GGCGAGG TGTCGCGACC

CCGNCAACCA GAGCCGCCGC CACGGTGAGT

ok skl ololololofooolok sekskokokokokokokoK
CCG-CAACCA GAGCCGCCGG CACGGTGAGT

CAAGAGAAAA GAGGGAGGAG GGCCTTTAGC

kekskokokkokokokk  Skekokokskskakkkk Skekokokskkkkkk

” CAAGAGAAAA GAGGGAGGAG GGCCTTTAGC

1870/ 2706 >

CCGGTACCTG AGCTCGCTAG CCTCGAGGAT

skl solololokokokkkk ofokoeeoololok
CCGGTACCTG AGCTCGCTAG CCTCGAGGAT

NAATGAAAAA GGGCGCGAGG CGTGACGCAC

sokskoklololokok ofofooeelookok | skekskokokokokokokok
—AATGAAAAA GGGCGCGAGG CGTGACGCAC

GGGGCCGAGA AGGGGCTTTC CCGGCCCTGA

skkkkokskokokeksk  skkskskakokokokskk  kkkskskkokekekk

GGGGCCGAGA AGGGGCTTTC CCGGCCCTGA

GGTCCCAGGT GGGTCGGGCG CGGAGAGAAG

skkkkokakokokoksk  skkskskokokokokskk  kkkskkkokekekk

GGTCCCAGGT GGGTCGGGCG CGGAGAGAAG

GGCTGGATTC AGACCCCTGG GTGGCCGGGA

skkkkokskokokoksk  skkskskokokokoksksk  kkkskkokokekeksk

GGCTGGATTC AGACCCCTGG GTGGCCGGGA
GGACAGCGCC TGGGGCTGGA GAGCAGCAGC

skekskokokokokokkk  skekskokokokokkkk skekekokokskkkkk

GGACAGCGCC TGGGGCTGGA GAGCAGCAGC
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342" TGCACACAGC CGGAAAGGGC GCGCAGGCGA CGACACTCGG ATCCACGTCG ACACCGTTGT

skkkkkskokokoksk skkkkskakokokskk skkskskskakkokskk skkkkakdkokskskk skkskdkdkdkokokkk skkkkkkekekekk

357" TGCACACAGC CGGAAAGGGC GCGCAGGCGA GGACACTCGG ATCCACGTCG ACACCGTTGT

402" ACAAAGATAC GCGGACCCGT ACGTACACCT GTACCTGTGC TGGCGCACAC ACGGCAGCGT

skkkokkakokokoksk skkkkskakokkskk skkkkskakdkokkk skkkkdkdkokokkk skkskdkdkdkokokkk skkkkkkokekkk

417" ACAAAGATAC GCGGACCCGT ACGTACACCT GTACCTGTGC TGGCGCACAC ACGGCAGCGT

462" CCGTGCAGTC GCACTCGCAC ACACATGCAC ACGGAGACGT GCCCACCGGT GCACTGGTGC

skkkokkokokokoksk  skkkkskskokkskk skkkkskakokokkk skkkkskdkokokkk skkskdkdkdkkokskk skkkkkkekekekk

477" CCGTGCAGTC GCACTCGCAC ACACATGCAC ACGGAGACGT GCCCACCGGT GCACTGGTGC

522" CTGCACCCAG ACCCTTCACG CACAAACTCA AGATACGCTC ACCCGTGTCC GTACATCAAG

skkkkkokokokoksk skkkkskskokkskk skkkkskakokokkk skkkkkdkokkkk skkkkkkkkk  kkkkkkokekekk

537" CTGCACCCAC ACCCTTCACG CACAAACTCA AGATACGCTG ACCCGTGTCT GTACATCAAG

582" ACAGGCGCTG ACACACACCC ACACTGAGAA GCTCGGGATT CACCTATCTA CACACATGCT

skkkkkkokokokk skkkkkkokskk  skkkkskskokokkk skkkkkdkkskk  skkskdkdkdkokokkk kkkkkkokekekk

597" ACAGGCGCTG ACACACACCA ACACTGAGAA GCTCGGGATA CACCTATCTA CACACATGCT

642" CGCTTGCACA CTCATGTTGA CGCCATGGAC ACACAACATG CAACCAAGCA CTACAGCCGA

skkokkokokokokok skkkkskskak kk skkskskskdkokokskk kkkkdkk ckeksk skkskskskkokskskk  skkkkkokekekk

657" CGCTTGCACA CTCATGTCGA CGCCATGGAC ACACAAAATG CAACCAAGCA CTACAGCCGG

1st Nucleotide Sequence
File Name . Reference Seq. gnu

Sequence Size . 5568
2nd Nucleotide Sequence
File Name  RDB7478R. fasta (Complementary)

Sequence Size . 748

Unit Size to Compare = 1

|
—_

Pick up Location =

R
BRC 2010 DNA Bank, RIKEN BioResource Center



[97.510% / 763 bp]

661’

121

98"

181

80"

840’

1407

900’

200"

960’

260"

1020°

320

1080°

380

1140°

440

INT/OPT. Score : <

2578/ 2821 >

ACGCCATGGA CACACAACAT GCAACCAAGC ACTACAGCCG AAACACACTT

GATGGAGACA

kkk kkokokekk

GAT-GAGACA

CTGTCGCCTG

sefefofototololokok
CTGTCGCCTG

GGAGAGAGAG

sefefofotolololokok
GGAGAGAGAG

CGTTCTCGGG

sofofofoololololok
CGTTCTCGGG

CGAAGGGGAG

sokskokokokoKRKOK
CGAAGGGGAG

kkkk ok okkk kk ok

AAGC A-TAC-GCNG

CACTCTTGTA TTAGGTGGGG GGGGGGGGGG

sk ook ololokok
CACTC-TGTA -TAGGT-——— —GGGGGGGGG

kkkkkokkekk

CGCGCCCAGA A-CCGGTGCG GTGTGGGACC

kkkkkkokkkk k kkkokkkkk kkkkkk  kk

CGCGCCCAGA ACCCGGTGCG GTGTGGACCC

AAAAGAGCCC ACTCCGAGGA GGAGACACTT

skkkkskkokokeksk  skkskskokokokokskk  kkkskkokekekekk

AAAAGAGCCC ACTCCGAGGA GGAGACACTT

GCAGAACCCC GGGGCCTCCC ACAGGAAAGA

skkkkskkokokoksk  skkskskokokokskskk  kkkskkkekekekk

GCAGAACCCC GGGGCCTCCC ACAGGAAAGA

GCCGTCCGAC AGCAGGAATG TCCCCCCAAA

skkkkskkokokoksk  skkskskokokokokskk  kkkskkokekekekk

GCCGTCCGAC AGCAGGAATG TCCCCCCAAA

kkkkkk >k

——ACACAC-T

GGGAGCGTGC

sk
GGGAGCGTGC

AGCTGCTGTT

seRkRRcfofokkok
AGCTGCTGTT

TTCCCGCAGC

sofefofotoloolokok
TTCCCGCAGC

GCCCCCGCCT

sofkofotolololokok
GCCCCCGCCT

AGCCCCCGGG

sokokokokoKoK KKK
AGCCCCCGGG

CGTGGCCTCC CTCCTGGCAG AAAATCCCAA GGTTGCTCCA GACCGGGGGA

skkkokkokokokokok  skokskkokskokokokk skokskskskskskokkk skokkkkskokskkk skekskskskkkokokk

GTGGAGCTGT

)k kkkekekk

GT-GAGCTG-

AGAGATCTCC

sepfokekeookokok
AGAGATCTCC

GTGAGGTTTG

sepofokeeookokok
GTGAGGTTTG

CCCAGAATCG

sefofofoeookokok
CCCAGAATCG

ACAGGCTGTT

sepfofoeookokok
ACAGGCTGTT

GTTTATCAGC

sokskokokRRRRoK
GTTTATCAGC

GGGGAGCGGG

skkkkkkokokokk

” CGTGGCCTCC CTCCTGGCAG AAAATCCCAA GGTTGCTCCA GACCGGGGGA GGGGAGCGGG

AGGCGGACTT GGCCCCAGAC TGCCAGCCTC CTCCCGGCCG TGAAAGACCC TCCTGTTCCC

skkkokskokokokokok  skokskskskokokokskk skokskskskokokokoksk skkskkakskokokeksk skkskskskdkokokskk skkkkkokekekekk

” AGGCGGACTT GGCCCCAGAC TGCCAGCCTC CTCCCGGCCG TGAAAGACCC TCCTGTTCCC

TGCCCTGGAG GGAGGAGGGG GCTTAACCCC CACCGGGGCT TCCCGGATTC TCCTAGACCT

sekkkskokokokokok  skokkskskokokokskk skokskskskokokokoksk skkskskakakokokeksk skskskskskskokoksksk skkkkkokekekekk
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” TGCCCTGGAG GGAGGAGGGG GCTTAACCCC CACCGGGGCT TCCCGGATTC TCCTAGACCT

" CTGCCCGCTG AAAAGCAGCG GGAGCCCGTA GACTGTCGAG GGCCTCCCGG CCCTCCCGTC



500"

1260°

560"

1320°

620"

1380°

680"

1440°

740”7

sekeeeoololok kolokokokkokkkk fekekeootoolokok
CTGCCCGCTG AAAAGCAGCG GGAGCCCGTA

GCGAGGGCGG GGCCAGTGGC GTCATTTCCA

sefeeooololok ookl fekekeoolololokok
GCGAGGGCGG GGCCAGTGGC GTCATTTCCA

GGTATTTTCG GGACTTTCCT AAGCTGCTCT

sofeeooololok ookl sfekekeoolololokok
GGTATTTTCG GGACTTTCCT AAGCTGCTCT

CCTCGGCGGC CAAGCTTGGC AATCCGGTAC

seofeeooololok ookl sfekeeoololololok
CCTCGGCGGC CAAGCTTGGC AATCCGGTAC

AAACATTAAG AAGGGCCCAG CGCCATTCTA

sofefofotolololok
AAACATTAA

skl olololokokokkkk  ekokekeeookokok
GACTGTCGAG GGCCTCCCGC CCCTCCCGTC

GGCCCGCCCC CTCCGGCCCC GCCTCCCCTT

skl olololokokokkkk  ekokekeeookolok
GGCCCGCCCC CTCCGGCCCC GCCTCCCCTT

AACTTTCCTG CCCCTTCCAT CAAGATCTGG
skl olololokokokkkk okokoeeookolok
AACTTTCCTG CCCCTTCCAT CAAGATCTGG
TGTTGGTAAA GCCACCATGG AAGATGCCAA
skl solololokokokkkk okokoeeoololok

TGTTGGTAAA GCCACCATGG AAGATGCCAA

CCCACTCGAA GACGGGACCG CCGGCGAGCA

2010 DNA Bank, RIKEN BioResource Center



	RDB7478.pdf.pdf
	RDB No.7478 U2794-2

