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Posi.: pGL3 Control Vector
(SV40 promoter)
Nega.: Empty Vector

BAI1: pGL4-phBAI1 (RDB# 7401)

NLRC4: pGL4-phNLRC4 (RDB# 7406)
RPRM: pGL4-phRPRM (RDB# 7409)
TP53AIP1: pGL4-phTP53AIP1 (RDB#7410)
PERP: pGL4-phPERP (RDB#7411)
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[ GENETYX : Nucleotide Sequence Homology Data ]

Date : 2009.06. 24

1st Nucleotide Sequence
File Name . Reference Seq. gnu

Sequence Size . 5542

2nd Nucleotide Sequence
File Name : RDB7409F. fasta
Sequence Size : 400

1]
—

Unit Size to Compare

1]
—

Pick up Location

[99. 500% / 400 bp] INT/OPT. Score : < 1040/ 1568 >

1" GGCCTAACTG GCCGGTACCT GAGCTCGCTA GCCTCGAGGA TAGGAAGGCA GGGAGTAATG

SokkoRRRRAK AR
707 AGGAAGGCA GGGAGTAATG

61" GGGAAAAGGA GGGAGGGGAA AGAAAACAGA AAAGGGGGAG CGGGAACATG CAATATTCTT

sokkkRkkokokok  ookokkRRRRk SKokRRoRkkkokok kKRR SRokokkkokokkoRok kKoK KKK oK
89” GGGAAAAGGA GGGAGGGGAA AGAAAACAGA AAAGGGGGAG CGGGAACATG CAATATTCTT

121" TCAGAGTTAA GAAACTTAAT CTGACAGGTT TATAGAATTT CGTTGGAACC TAGAGCAAAA

kkkkkckskskskk kkkokskskskskskk kkkkskokskskkk kkkokskskkkkk kkkokokokskskskk kkkkokskskskskk

149" TCAGAGTTAA GAAACTTAAT CTGACAGGTT TATAGAATTT CGTTGGAACC TAGAGCAAAA

181" TCACAATGGC TGAAGCGTCA ATCAGGCCTA TAAAAACATC TGTGTTTAGT TTAAATGACT

kkkkkckskskskk kkkokokskskskskk kakkkskokskskskk kkkokskskkkkk kkkokokokokskskk kkkkokskskskskk

209" TCACAATGGC TGAAGCGTCA ATCAGGCCTA TAAAAACATC TGTGTTTAGT TTAAATGACT

241" AAGGGTGAAA TACATCAGCT TATGGAAAAT GGGGAGGGCT CCCAGTATTT GGCCAGCGTT

kkkkkckskskskk kkkokokskskskskk kkkkskokskskskk kkokskskkkkk kkkokokokokskskk kkkkokskskskkk

269” AAGGGTGAAA TACATCAGCT TATGGAAAAT GGGGAGGGCT CCCAGTATTT GGCCAGCGTT
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o=
b
O
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301°

329”7

360’

389”7

419’

449”7

1st Nuc
File

Seque

2nd Nuc
File

Seque

Unit
Pick

[100. 00

901’

95”

961

114

D

o=
b
O

C-TAGGTGAT GGATGTTGAT GAGCAATTCC CTTCAACAAC TGATTTACTG CCAACGGACA

) kkkekekskskk  kkkokokokskskskk kkskskokokskskskk kkkkskskskskkk skxkskkokokokskkk kkkkokskskskskk

CATAGGTGAT GGATGTTGAT GAGCAATTCC CTTCAACAAC TGATTTACTG CCAACGGACA

AAATGCTGGA AGCACATCC- AAAAACTTAT CTGCAATTAA AATTACAAGC AAGTGGTCAC

kkkkkckokokskk kkkokokokkkk  kkkskkokskekskk kkkkekskskskkk kkkkokokokskkk kkkkokskskskskk

AAATGCTGGA AGCACATCCA AAAAACTTAT CTGCAATTAA AATTACAAGC AAGTGGTCAC

TCTGTTCACC TCCTTTACCA GAGAGGTGAC CCTGCTCCCG GCAACTACCT CCACCCAAGG

kkkkkskekekekk  kkkkekkkkkk ok

TCTGTTCACC TCCTTTACCA G

leotide Sequence
Name . Reference Seq. gnu
nce Size . 5542

leotide Sequence
Name . RDB7409R. fasta (Complementary)
nce Size : 400

1
—

Size to Compare

1
—

up Location

0% / 400 bp] INT/OPT. Score : < 1600/ 1600 >

CCCTCCCCCG ACAAACTCTT TAATCATCCA TCAAGCTAGA AGAGTACAGT GACCTCTGCC

skkkkkkksksk  skkkkkokokokokk

GAGTACAGT GACCTCTGCC
TGGCCTTTGG AGTTTGCAAA AGAAGCAAGC AATAAAAAGC AAGACCAGGT TCGCCCCTTT

kkkkkckskskskk kkkokokskskskskk kkkkskokskskskk kkokskskkkkk kkkokokokokskskk kkkkokskskskkk

” TGGCCTTTGG AGTTTGCAAA AGAAGCAAGC AATAAAAAGC AAGACCAGGT TCGCCCCTTT
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1021°

1747

1081

234"

1141

294"

1201°

354"

1261°

414"

1321°

474"

D

o=
b
O

m

GCTTCCTCCA CCTCCCAAGA GCAGCGCGCA GCGCGGCGGT GCGGCCGGAA GGGGCCGCTG

kkkkkokokskskk skkskokokokskskskk kkskskkokskskskk kkkkskskskskkk kkkkokokokskkk kkkkokekskskskk

GCTTCCTCCA CCTCCCAAGA GCAGCGCGCA GCGCGGCGGT GCGGCCGGAA GGGGCCGCTG

TTTGCTCAGC GCAGCCACCC CGCCGCTGCA GCCGCCGCGG CCCGCACCTC CCACGGCCGG

kkkkkokokskokk  skkkokokokskskkk kkskskskokskekskk kkkkskskskkkk kkkkokokokskkk kkkkokskskskskk

TTTGCTCAGC GCAGCCACCC CGCCGCTGCA GCCGCCGCGG CCCGCACCTC CCACGGCCGG

GCTGGTCCAG CCCCGCCAAG TTCCAACAGC CCCCCCTCGA GCGAGCGCCG GGAACGAGCA

kkkkkckokskskk skkkokokokskskkk kakskskkokskskskk kkkkskskskskkk skkkkokokokskkk kkkkokskskskskk

GCTGGTCCAG CCCCGCCAAG TTCCAACAGC CCCCCCTCGA GCGAGCGCCG GGAACGAGCA

CCACCAGGGC TGGAGCGGAC GGCTTTAGAA GAGCCTAGCT GCTGCGCGCG TCGGAGAGGC

kkkkkokokskskk  skkkokokokskskskk kkkskokokskskskk kkkokskskskkkk kxkskokokokokkkk kkkkokskskskkk

CCACCAGGGC TGGAGCGGAC GGCTTTAGAA GAGCCTAGCT GCTGCGCGCG TCGGAGAGGC

TCCTGGGAAA CTCCCACGGC CCAGGGACTT TCGAAAGCAG AGCGAGGAGC CCTCGCACGC

kkkkkokokskokk  kkkokokokskskskk kkkkokokskskkk kkkokskskskkkk kxkkokokokokkkk kkkkokskskskkk

TCCTGGGAAA CTCCCACGGC CCAGGGACTT TCGAAAGCAG AGCGAGGAGC CCTCGCACGC
GCTAGTCTGC GAGTGAGCGC TATCAAGATC TGGCCTCGGC GGCCAAGCTT GGCAATCCGG

kkkkkskskskokk  kkkckskkkkkk ok

GCTAGTCTGC GAGTGAGCGC T
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