)

Wz
]
Oz

Relative Light Units (RLU)

Relative Light Units (RLU)

The Promoter Activities of Reporter Constructs

120.0;

Hela cells

100.0

Hep3B cells

18.0
16.0-
14.0-
12.01
10.0-
8.0
6.0-
4.0
2.0

0.0°

35.

Relative Light Units (RLU)

HepG2 cells

Posi.: pGL3 Control Vector
(SV40 promoter)
Nega.: Empty Vector

HLA-DRA: pGL4-phHLA-DRA(RDB# 7389)
F3: pGL4-phF3 (RDB# 7458)
MGP: pGL4-phMGP (RDB# 7394)
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[ GENETYX : Nucleotide Sequence Homology Data ]

Date : 2010.01.25

1st Nucleotide Sequence
File Name : Reference Sed. gnu

Sequence Size - 5559

2nd Nucleotide Sequence
File Name . RDB7394F. fasta

Sequence Size - 701

1
—

Unit Size to Compare

1
—_

Pick up Location

[66.165% / 665 bp] INT/OPT. Score : < 428/ 960 >

I GGCCTA ACTGGCCG-G TACCTGAG-C TCGCTAG-CC

sk shololololololok sk kkkkkoolk k ok sfololok Kok
1” GGTGCCACGA ACATGTCTCT ACTAGGCCTA ACTGGCCGTG TACCTGAGAC TGTCTAGACC

34" TCG-AGGAT- CAG——CCCTA T-TGCTG—T TC-CAG-CT- CAAG-AGTCA GANGGTC-CC

kkk kkkokk  ckkk kokokekk k kkskkk ko ok kskk ckk skkkk kokekekk kk ko ok kk

617 TCGTAGGATA CAGACCCCTA TCTGCTGTAT GCTCAGACTA CAAGTAGTCA GAGGTACTCC

82" GAAG-CTGTA G-CTCTTCTA CAAT-CTGCT GCTCTGTGAC TTCAAGTNCT GTTGTCTGCA

kkkk kkkokk ko kkskskskokokk skkkk  skskokokk skekkkkdkdkkokk skekkkkkk *k kkkokokekk

121" GAAGACTGTA GACTCTTCTA CAATCCTGCT GCTCTGTGAC TTCAAGTCTG TTCGTCTGCA

139" AAGAAAACTA TTGGGTT-CC CAAGCAAGAG AGGCACATCN TGGTAGGACA GATTTTGTGA

sekkkkkokokokk skkkkkksk kk ckkkk kkokskk skkkkskdkskskk  ckkkk  okekekek  skkkkokokekekeksk

1817 AAGAAAACTA TTGGGTTCCC CAAGAAAGAG AGGCACATC— TGGTCTGACA GATTTTGTGA
198" TTGCAAAAGA AGGGGGAAAA AAAGAAAGAA NAGAAAAGAC CTCTCTATAC AAGATAACCA

kkckokokkk kk ckkkokskkk  k kekekoksk  kkk  skekokokkskkkk skekekokokdkkkkk k skokokskkkkk

240" TTGCAAACGA AGGGGGACCA AAAGAGCGAA —AGAAAAGAC CTCTCTATAC ACGATAACCA

R
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258’

299”7

315’

GAGG-CATCA AACTGAAATC CTNCCTGTGG

kkkk kkokk kxkkkkk k| kkkkokekk

GAGGACATCC CACTGAAGAT CCTCCTGTGG

GGTGTAGTGA AAACCNTG-T G-CTTG—-AG

AAAATAAGCT AGTA-CTTCT -GGGCCTGAT

skklkellolok ok ok kokkkk selekeelolololok
AAAATAAGCT AGCAGCTTCT GGGGCCTGAT

GAT-AC-ATT ———ACAGTGA AAGAGCAAAG

skkkkkkkkk kkk ok kk ok ok kkokk *

GGTGTAGTGA AAAGCCTGCT GACTTGCAGG

sk ok ook
GATAACAATT ACCACGGTGA

Kk kkkk ckk kk kk

359”7 AACAGTAAGA
366" TGAATAGTAA GTAGCNTATT ACTTACCTCC
*k ok

CAAAAAGGTG GAAATTTA—— AGTTAAAAGG

TTAGGGAGGT GTGTTGTTTG

*k k%
CTATGCACTA ATTCTCACCC

TCT-—GTACA

KoKk
TGTAACCCCA

* kx| kk * kkk * % k%

419”

424" TCCCCCAC—— -NAGCAC-CT AGCACAGTAC

* kkk 3k

CTTGCATC-T CACCTGCCAC

ok
TTTAGGTCAT GGCTCGTCGA

TCACTAAAAA

sk ok ok
TCACCAATAC

R

TACCCATCTA AGGGNGCACG GGCTCGGTGC

k% *k kk k k% % * k%

477"

479" GTCTNATCAA GTTAGTTA-A TTATCGAGA-

)k k% okokk

CAACGCCCTC AGAAATGAGA

*k
CACCAGGGTA AGCACCTCTG

GAACAGTNAC

)k kk ok ckk

GACCAATAAC

* % skkk *

CACACACCAA CAAGCCCACC TCGTCAAGAC

X okk X
537”7

537" CCTCTTATCC TTGCTGCAC— —TTTCCAGC ACTGATACGC TGCCTAAAAG

* k* ok ok ckekk

ANGGACTAGG

Kokok | kokokok %, ok, *

TAACAACCAC CTCGTACACA ANCCTCCCAA NCTGAACAAA CAAATGANTT ACTGNAATTG

* k.

597"

594" GCACAGGTTT GAATTAATGT CACAAAACTG GATGGGCAAG TTNACAACGG TGTTGATTAA
* ok ckokk ok ok

GAATAGGGTT —AACANGTTT TAAACACCTT TTAACGTNAC CGCAAA

.ok ok ok ok ok k¥

657"

1st Nucleotide Sequence
. Reference Seq. gnu
. 5559

File Name

Sequence Size

2nd Nucleotide Sequence
: RDB7394R. fasta (Complementary)
. 475

File Name

Sequence Size
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Unit Size to Compare

Pick up Location

[91.060% / 481 bp]

961’

1018’

39”

1072°

99”

1129°

159

1186°

218"

1245

277"

1304

336"

1364’

1 1
—_ =

INT/OPT. Score : <

CCCAAAAGCC CTGCGGTCAG GGCCAGGAGG

sk
CCAGGAGG

CTCTGTGGG- CTTTTG-CCC AGG-TCTGTN

skkkkkkokk  ckkkkkk kkk ckkk kkk ok,

CTCTGTGGGT CTTTTGTCCC AGGTTCTNTC

TGCACCAGAG —CAG-CATCC TGTGTNAACA

kkkkkkkkkk  kkk kkkkk ckkk | kokekek

TGCACCAGAG TCAGTCATCC TGTTGTAACA

—CCCACTCAG A-GTAGATAN ATATCTGGAA

sokskkkllolok Sk Sfolofooolok  skekekekokokokoRoRoK
TCCCACTCAG AGGTAGATA- ATATCTGGAA

CTAGTTCAGT GNCCAACCCT TCCCCACCTT

sokskkklkololok Sk ofolooleolok skekkokokokokokoRoK
CTAGTTCAGT G-CCAACCCT TCCCCACCTT

TCTNCAACTG —CTCTGGTTC TTATAAAAAC

ko kkkokkk  kkkskskokokekk  skekskskskskokokokk

5562/ 1443 >

GTNAGATCAT G-TG-TTTGT

Kk, ok kkekkk k kk kkokekk

GTTANATCAT GTTGTTTTGT

CCCCAAG-CA TACGATGG——

kkkkkkk ckk kkk kkokk

CCCCAAGTCA TACNATGGTC

CAGTCAGGTC CAG-CAGTTA

skkkkkkkokekk ckkk kkkokkk

CAGTCAGGTC CAGTCAGTTA

GGAATGACTG TTTGGGAAAA

skklolololok kool
GGAATGACCG TTTGGGAAAA

CTCCAG-CTC TCTCCCACTG

kkkkkk kekek skekskskskskokokkk

CTCCAGTCTC TCTCCCACTG

CTCACAGCCT TCCACTAACA

skkkkskokokokokek  skokskskskkokokkk

GG-CAACTTC

Kok sfokototoolok
GGTCAACTTC

CCAAAACTTC

* seokeoololok
CAAAAACTTC

GGGAAAACTG

sefofofokeookokok
GGGAAAACTG

GTTCCAATG-

sokokokokRRROK
GTTCCAATGT

GTTCCTCCCC

skkkkkkokokekk

GTTCCTCCCC

TCCCGNTAGG

kkkkk o kk

TCT-CAACTG TCTCTGGTTC TTATAAAAAC CTCACAGCCT TCCACTAACA TCCCGTAGGG

AGCCTCTCTC CCTACTGCTG CTACACAAGA CCCTGAGACT GACCTGCAGG ACGAAATCAA

sekkkkokokokokok  skokkkokskokokskk skkkkskk okekek skkskkskskokokekek skkskskskskokokskk skkkkkokekekekk

AGCCTCTCTG CCTACTGCTG CTACAC-AGA CCCTGAGACT GACCTGCAGG ACGAAATCAA

GATCTGGCCT CGGCGGCCAA ——GCTTGGCA ATCCGGTACT GTTGGTAAAG CCACCATGGA

kkskokokokkkkk  skekokokokakkkk

2010 DNA Bank, RIKEN BioResource Center

kekskokokokk  kkokskskskokokokk  kkkkkk okkk skkekekskskekokokk

” GATCTGGCCT —GGCGGCCAA GGTCTTGGCA ATCCGGTACT GTTGGT-AAG CCACCATGGA



1422" AGATGCC-AA AAACATTAAG AAGGGCCCAG CGCCATTCTA CCCACTCGAA GACGGGACCG

sk ok ololokokk Kk ok ok
453" AGATGCCAAA AAACATAATG ATG

RC 2010 DNA Bank, RIKEN BioResource Center
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