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The Promoter Activities of Reporter Constructs
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Hela cells
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Hep3B cells
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4.0

0.0

50.0

HepG2 cells

T

40.0

30.0

20.0-

Relative Light Units (RLU)

10.0-

0.0 -

Posi.: pGL3 Control Vector
(SV40 promoter)
Nega.: Empty Vector

MAT2A: pGL4-phMAT2A (RDB# 7393)
COL1A1: pGL4-phCOL1A1 (RDB# 7459)
F3: pGL4-phF3 (RDB# 7458)
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[ GENETYX : Nucleotide Sequence Homology Data ]

Date : 2010.01.25

1st Nucleotide Sequence
File Name : Reference Sed. gnu

Sequence Size . bb44

2nd Nucleotide Sequence
File Name - RDB7393F. fasta
Sequence Size : 496

1
—

Unit Size to Compare

1
—_

Pick up Location

[97.297% / 481 bp] INT/OPT. Score : < 394/ 1749 >

I GGCCT-A ACTGGCCGGT ACCTGAGCTC GCTAGCCTCG

kkkkk ok skekskskkkokskokok skekskskkkkkkk skekskskkkkkkk

1” TGCAGGTGCC AGAACATTTC TCTGGCCTAA ACTGGCCGGT ACCTGAGCTC GCTAGCCTCG

37" AGGATATTAA ACCCGGCGTT —CTTGTCACG CGCTCCGCNT CAGGGCCACC AGGCCACCAG

skkkkkokokokk skkkkkskokskskk  skkskskskokokkk skkkkdkdkskk k skkskskdkdkokkkk skkkkkokokekekk

617 AGGATATTAA ACCCGGCGTT CCTTGTCACG CGCTCCGC-T CAGGGCCACC AGGCCACCAG

96" CCCGACCAGA CCTGCACCGA GGCCCAGCCN CCAGAACAGG CTGCAGAGAG CCCCGCCCCC

sekkklolololok ofofooeoloolok skekkiololololok  efefelelokekekokk skokkololololololok ofekekekokokokokok
120" CCCGACCAGA CCTGCACCGA GGCCCAGCC- CCAGAACAGG CTGCAGAGAG CCCCGCGCCC

156" AAGGCGGGCT CCCTCCAAAC NGGGACTCCA TACTCCTTGC TGGCTCAAGT TTTGTTTCGC

sekkkkokskokokk  skkkkkakoksksksk  kkskskdkokokkk skkkk  skokokekek skkskskskdkokoksksk  skkkkkokekekekk

179" AAGGCGGGCT CCCTCCAAAC —GGGACTCCA TACTACTTGC TGGCTCAAGT TTTGTTTCGC
216" TCTTTTTCCC TNGTAATTCC TTTATTGGGC AAAACTGGGA CAAACGCAGG TGGACATTTT

kkckokokokkkokk sk ckokokskskakkk skekekokokskkkokk skekekokokskdkkkk skekekokokdkkkkk skekekokokkkkkk

238" TCTTTTTCCC T-GTAATTCC TTTATTGGGC AAAACTGGGA CAAACGCAGG TGGACATTTT
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276" AANAGTGAAA GCTTCATGAA ACAGCCCATT CCACGCCGTC AAGAGATCTG CTTNAAGCAC

kkkkkkokoksk  skkkkskakkokskk skkkskskdkkokskk skkkkdkdkokokskk skkkkkkokkkk kkk kkekekekk

297" AA-AGTGAAA GCTTCATGAA ACAGCCCATT CCACGCCGTC AAGAGATCTG CTT-AAGCAC

336" ATTCAAGGGA ACGAATAGCC CCCACCCACC AAAAAAGAAA TGTTNCGTTC CATATTCTCC

skkkokskokokokoksk  skkkkskakokkskk skkkkskdkdkokkk skkkkkdkkkkk skkkk kokekkk kkkkkkekekkk

355" ATTCAAGGGA ACGAATAGCC CCCACCCACC AAAAAAGAAA TGTT-CGTTC CATATTCTCC

396" TGAACAGAGG ATTGAAACAT CGATTCCCCG CCCCTNTCAA AGGAACAGGA AGGCCACGGG

skkkkkokskokoksk skkkkkkokskkk skkkkkkkkkk kk k| skekekk skkskskdkdkokokkk kkkkkkekekekk

414" TGAACAGAGG ATTGAAACAT CGATTCCCCC CCTC—-GTCAA AGGAACAGGA AGGCCACGGG

456" GCAAGGACGG ACTTGGGAGC GGCCTCNCTT TCTCTCTGGA GGGAAAGGCT GGAGCGCTGC

sokeoooololok solololokokokkkk  fokokok
473" GCAAGGACGG ACTTGGGAGC GGCC

1st Nucleotide Sequence
File Name . Reference Sedq. gnu

Sequence Size . 5544

2nd Nucleotide Sequence
File Name - RDB7393R. fasta (Complementary)
Sequence Size : 538

1
—_

Unit Size to Compare

1
—_

Pick up Location

[97.258% / 547 bp] INT/OPT. Score : < 961/ 1971 >
841" CGGCCAGAAA GACCCCAGCC GCAGCACAAA ACCTCCGCGA TTCCCGCCGN CCTCCGCTGG

)k | kkkkkkkk ok

17 CCCG CCTCCGCT-G

R
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901"

14"

961’

73"

1021°

1327

1081

1917

1140°

250"

1199°

308"

1258’

367"

1317

426"

1377

486"

GGGACGCGAC CTCCGGGAAA GCTATCCCGG CCAACGGTCG

sokekofofototolokok
GGGACGCGAC

CCGCACAGGG

sekekofetotoolokok
CCGCACAGGG

AAGAGCAATC

sefefefoootolokok
AAGAGCAATC

GATAGCTGAA

sefefotototolololok
GATAGCTGAA

TGTGGNTTCA

kkkkk kokekk

TGTGG-TTCA

AAGTGGTGCA

skkkkkkokokokk

sk
CTCCGGGAAA

GAGCGGGTCC

sk
GAGCGGGTCC

CCCCACGTCT

sk
CCCCACGTCT

CGGNTCTCTG

KKk kkekekekk

CGG-TCTCTG

GCCCGGACTC

sekokkokokokok
GCCCGGACTC

TTGGCG-CGC

kkkkkk  kekk

sekeeoolololok skokokokokokokokokok
GCTATCCCGG CCAACGGTCG

AGCAAGCCCC ANGTCGCTTT

skkkkkskkokkk  k kkkkekekekk

AGCAAGCCCC A-GTCGCTTT

CCNTCGCGTC TGCATTTTTC

AAGTGGTGCA TTGGCGTCGC

GCTGC-TCTA TAAATACCGG

sokskokok kololok ofofofofeefofokok
GCTGCTTCTA TAAATACCGG

CCTGCTACGA GTAGAACGCT

skkkkkkokskokok  skekskkkkokokokk

CCTGCTACGA GTAGAACGCT

ATCCGGTACT GTTGGTAAAG

skkkskkskokokokk  skekskskskkokokokk

)k kkkkokekk

CC-TCGCGTC

GAGGGCCGGA

sofekofotolololokok
GAGGGCCGGA

CGCGGGGCGA

sofefetotoloololok
CGCGGGGCGA

GGCGCCGAGG

sokskokokoKoKKoKK
GGCGCCGAGG

GCCGCACCGC

skkkkkkokokokk

sekokofekeookokok
TGCATTTTTC

TTGCCACGGC

sepkofokeookokok
TTGCCACGGC

GCTGCC-CTT

kkkkkk  kekk

NGAAGGGAGG

skkkkkkkokk

—GAAGGGAGG

TTGTCCCACA

sk
TTCTCCCACA

TCCTAGCTCT

sekkRRckookkok
TCCTAGCTCT

ACCTCCCGCG

sekkRRcfoookok
ACCTCCCGCG

CCTCCCCCGA

skkkkkkkokokk

GCTGCCGCTT CCTCCCCCGA

GGCGGGGCCC GAGCCGGGCN

sl solokokokokokokok
GGCGGGGCCC GAGCCGGGC—

CCGCTGCTTC GNTTCGCTCC

kkkkkskkokkk %k kkskskokokkk

TGCCATGTCA

sekckokeeookokok
TGCCATGTCA

TCAAACAAGG

sekkokekeookokok
TCAAACAAGG

AGCGGCTCAA

sepofofeeookokok
AGCGGCTCAA

GCCG-CGCAG

sk sfofololok
GCCGTCGCAG

CCCCCGCNGC

kkkkkkk  kk

CCCCCGC-GC

GCGCGCGGGC

sepofofoteookokok
GCGCGCGGGC

GCGCCGCCCa

skkkkkkokokekk

GCCGCACCGC CCGCTGCTTC G-TTCGCTCC GCGCCGCCCG

GTCCGCAATC AAGATCTGGC CTCGGCGGCC AAGCTTGGCA

skkkokkokokokokok skokskskokskokoksksk skokskskskokokokskk  skkkkkkokekekk

GTCCGCAATC AAGATCTGGC CTCGGCGGCC AAGCTTGGCA

CCACCATGGA AGATGCCAAA AACATTAAGA AGGGCCCAGC

skkkokskskokokokok skokkkokskkokekek skkskskskdkokkkk  kkk

ATCCGGTACT GTTGGTAAAG CCACCATGGA AGATGCCAAA AACATTAAGA AGG
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