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TGFA: pGL4-phTGFA (RDB# 7348)
EZH2: pGL4-phEZH2 (RDB# 7370)

IFI116: pGL4-phIF116 (RDB#7372)
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[ GENETYX : Nucleotide Sequence Homology Data ]

Date : 2010. 03. 02

1st Nucleotide Sequence
File Name . Reference Seq. gnu

Sequence Size . 5558

2nd Nucleotide Sequence
File Name : RDB7372F. fasta
Sequence Size D 642

1]
—

Unit Size to Compare

1]
—

Pick up Location

[98.074% / 623 bp] INT/OPT. Score : < 1756/ 2360 >

I G GCCTAACTGG CCGGTACCTG AGCTCGCTAG CCTCGAGG-A

X kkkkskokskskskk kkkokokskskkkk kkkokokokskkkk kkkkkkkk >k

1” GTGCCAGAAC ATTGTCTCTG GCCTAACTGG CCGGTACCTG AGCTCGCTAG CCTCGAGGAA

41" TGGTTCCCAG TGACTGCCTT AATATCCTTC TCTACCTACT GCCTTAAGGC CAACTCAATG

sokkkRkkokokok  ookokkRRRRk SKokRRoRkkkokok kKRR SRokokkkokokkoRok kKoK KKK oK
61" TGGTTCCCAG TGACTGCCTT AATATCCTTC TCTACCTACT GCCTTAAGGC CAACTCAATG

101" TA-TCCACG- TAAAGAGTAC CCTAAAGCCA GTAAAAGATT ATCACGAACA CCCAGAGATG

Kk kkckskskk  kkkokskskskskskk kkkskskokskskskk kkkokskskskkkk kkkokokokokskkk kkkkokskskskskk

1217 TATTCCACGT TAAAGAGTAC CCTAAAGCCA GTAAAAGATT ATCACGAACA CCCAGAGATG

159" TTTATGGCCA TCATTCCAGA TCCTCTTTGC TTTTTCTTGA CTTACTCCTT TTTTGATAAA

kkkkkckskskskk kkkokokskskskskk kakkkskokskskskk kkkokskskkkkk kkkokokokokskskk kkkkokskskskskk

1817 TTTATGGCCA TCATTCCAGA TCCTCTTTGC TTTTTCTTGA CTTACTCCTT TTTTGATAAA

219" GTTATTCATA TGGTTTCAAA TCCAGAATTC AGCTATTCAC TTCATGGCCC TAGTTTGGAT

kkkkkckskskskk kkkokokskskskskk kkkkskokskskskk kkokskskkkkk kkkokokokokskskk kkkkokskskskkk

241" GTTATTCATA TGGTTTCAAA TCCAGAATTC AGCTATTCAC TTCATGGCCC TAGTTTGGAT
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219

3017

339’

3617

399’

an”

459’

481"

519’

5417

51T

601"

TAAAACAATC AGCTTTCTTT TGCTCTGTAG ATGGCCTTGG ACAGTACATA TTAACAGTCT

sRkkkllllok ololololololokkok ekl olololololokokokk  ekseksetoloolok  skokokokokokokokokok
TAAAACAATC AGCTTTCTTT TGCTCTGTAG ATGGCCTTGG ACAGTACATA TTAACAGTCT

ATGGGGCCCC TTTTCCACTC ATGACCACAT CCTGCTTGCA GATCTGCTGC TGGGTTAACA

sRkkllllok ololololololokkok ekl olololololokokokk  eksekseoloolok  skokokokokokokokokok
ATGGGGCCCC TTTTCCACTC ATGACCACAT CCTGCTTGCA GATCTGCTGC TGGGTTAACA

CCACATCATC TGCTAGTTGA TGCCATTTAT TTGACATCCT GGGGTTACAG CACGCTAAAG

seRkklkllok ololololololokkok kool olololololokokkk kekskekseotoolok  skokokokokokokokokok
CCACATCATC TGCTAGTTGA TGCCATTTAT TTGACATCCT GGGGTTACAG CACGCTAAAG

GGCACCCACT GTCCTTAACA GAGAAAAATA CACTGCTGAG CAGAGGATTA AACAGACTCC

sk ololololololokokok kool okololokolokokkok  keksekseotoolok  kokokokokokokokokok
GGCACCCACT GTCCTTAACA GAGAAAAATA CACTGCTGAG CAGAGGATTA AACAGACTCC

TCACACTACC GGAAGTTCAG TGCATTTTC- CAGGATTTTC —AAGTCTTCG ATGCTGTCAT

kkkkkckskskckk kkkokokokskkskk kkkdkkokkkk  kkkokekkkkkk skkokokokokskkk kkkkokskskskkk

TCACACTACC GGAAGTTCAG TGCATTTTCA CAGGATTTTC AAAGTCTTCG ATGCTGTCAT

GTTGAGAGTC CACTATCCAC -GTTTGTTTA TCCAGGAATA ATGCAGAAAA TCTGAGCATT

sokkkkkRRolok Fokkokkk KKk kokok okokokk okkk K K Kk kK
GTTGAGAGTC CACTATACAC GGTTAGTTTA TCCAAGGAAA TT

1st Nucleotide Sequence

File Name . Reference Seq. gnu

Sequence Size . 5558

2nd Nucleotide Sequence
File Name . RDB7372R. fasta (Complementary)
Sequence Size : 524

Unit Size to Compare

Pick up Location
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[97.901% / 524 bp] INT/OPT. Score : < 1980/ 1993 >

901" TGCCACTGCC ACTCTGTGCA CAGGAAAGGA GGGGAGAAGA AGCCATGTTG CTTCTCTTAT

sohookok Solololololololokok skekkekkRksekok ofololololololokok koo
17 GGGTGCA CAGGAAAGGA GGGGAGAAGA AGCCATGTTG CTTCTCTTAT

961" ATTTGAGCAT CATTTAAGGG AATATAAGTC TCTAATGACT CACATGTAAG TCTGCTGGGT

seRRkklkllok ololololololokkok kool olololololokokkk keksekseoloolok  skokokokokokokokokok
48" ATTTGAGCAT CATTTAAGGG AATATAAGTC TCTAATGACT CACATGTAAG TCTGCTGGGT

1021" AAGAAAGTTC TAATGTTGGA ACTCCTTTCA GCTATCGAAT TTTGTAAGAA AAAAAACTTA

sekkklok ololololololokkok kool okololololokokokek  keksekseotoolok  kokokokokokokokokok
108" AAGAAAGTTC TAATGTTGGA ACTCCTTTCA GCTATCGAAT TTTGTAAGAA AAAAAACTTA

1081" TTTGTGTTTA TATACATTTA TGAGATACAA GTGTAATTTC GTTACATGGA TATATGCCAT

sekkkklok ololololololokkok keekskekolok okololokolokokokek  keksekseotoolok  skokokokokokokokokok
168" TTTGTGTTTA TATACATTTA TGAGATACAA GTGTAATTTC GTTACATGGA TATATGCCAT

1141 ATTGGTGAAG TCAGAGATTT CAGTGTGCAC ATCACCCGAA AAATGTTAAC TGTACCCATT

sokkkRkkokokok  FokkokkkkRRk SKokkRokkkkokok  oRRRRRRK  SkoRokkkkkkoRok kKoK KKK oK
228" ATTGGTGAAG TCAGAGATTT CAGTGTGCAC ATCACCCGAA AAATGTTAAC TGTACCCATT

1201 AAAGTAATTT CTCATCCCCC ATTTCCCCTG ACCACATGCT CCAGCCCTTG CCAGGAAACT

sokkkRkkokokok  ookokkRRRRk SKokRRoRkkkokok kKRR SRokokkkokokkoRok kKoK KKK oK
288” AAAGTAATTT CTCATCCCCC ATTTCCCCTC ACCACATGCT CCAGCCCTTG CCAGGAAACT

1261 GTTCATTTTC TCTGACTAAC AGAAACGAAA GCTAAAAACA CTGGTGGGAG GAGTCTCCAC

kkkkkckskskckk kkkokskskskskskk kkkkskokskskskk kkkokskskskkkk kkkokokskskskskk kkkkokskskskokk

348" GTTCATTTTC TCTGACTAAC AGAAACGAAA GCTAAAAACA CTGGTGGGAG GAGTCTCCAC

1321 ATTGTTTCCT ACTCCATTTT CTCTGGGGCA ATAGCAGATC AAGATCTGGC CTCGGCGGCC

kkkkkckskskckk kkkokokskskskskk kakkkskokskskkk kkkokskskkkkk kkkokokokokskskk kkkkokskskskskk

408 ATTGTTTCCT ACTCCATTTT CTCTGGGGCA ATAGCAGATC AAGATCTGGC CTCGGCGGCC

1381" AAGCTT-GGC AATCCGGTAC TGTTGGTAAA GCCAC—CATG GAAGATGCCA AAAACATTAA

kkkkkk skkk kkkckk skskskk kkksksk  skkk kkkokk kk k ok koksk skkkk kk kekk, %k

468" AAGCTTGGGC AATCC—-GTAC TGTTGTGAAA GCCACTCAGG GTAGA-GCCA AATACANCA

D

o=
b
O

2010 DNA Bank, RIKEN BioResource Center



D

o=
A
oz

2010 DNA Bank, RIKEN BioResource Center



