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Posi.: pGL3 Control Vector

(SV40 promoter)

Nega.: Empty Vector

BAKL: pGL4-phBAK1 (RDB# 7318)
CHEKZ1: pGL4-CHEK1 (RDB# 7319)
PLK1: pGL4-phPLk1 (RDB# 7327)
PTTG1: pGL4-phPTTG1 (RDB#7329)
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[ GENETYX : Nucleotide Sequence Homology Data ]

Date : 2010. 03. 01

1st Nucleotide Sequence
File Name : Reference Sed. gnu

Sequence Size : 5435

2nd Nucleotide Sequence
File Name - RDB7318F. fasta
Sequence Size : 660

1
—

Unit Size to Compare

1
—_

Pick up Location

[99.219% / 640 bp] INT/OPT. Score : < 2468/ 2513 >

I GG CCTAACTGGC CGGTACCTGA GCTCGCTAGC CTCGAGGATA

kk kkokokekekokokkk skkokokskskskkkk skkokokekskskkkk skokokskekekskkkk

1” GTGCCAGAAC ATTTCTCTGG CCTAACTGGC CGGTACCTGA GCTCGCTAGC CTCGAGGATA

43" TGGGATTCTA GGCGTGACAC ACCGCAGCTG GCTGCCTTTT TTGTTGTTGT TGAGACAAGG

sekskskklololoRok ofofooeeeolok skekskakololololokok ook skokklololokolokok ofokekekokokokokok
61" TGGGATTCTA GGCGTGACAC ACCGCAGCTG GCTGCCTTTT TTGTTGTTGT TGAGACAAGG

103" TCTTGCTCTG TTGCCCAGGG CGGAATGCAG TGGTGCAAAC ATGGCTCACT GTGGCCTCGA

skekkskkokokokokok skokkkskokokokokk skokskskskakokokokk skkskkakdkokokekek skkskskdkdkokokkk skkkkkokekekekk

121" TCTTGCTCTG TTGCCCAGGG CGGAATGCAG TGGTGCAAAC ATGGCTCACT GTGGCCTCGA

163" CTTCCTGTGC TCAGGTGATC CTCCTGCCTC AGCCTCCTAG GTAGCTGGGA CCACCAAATG

skkkskkokokokokok  skokkskskakokokskk skokskskskokokokskk skakskdkskskokokeksk skkskskskskokokekk skkkkkokekekekk

1817 CTTCCTGTGC TCAGGTGATC CTCCTGCCTC AGCCTCCTAG GTAGCTGGGA CCACCAAATG
223" CACAGGTGTG CACTACCATA CCCAGCTAAT TTCTAATTTT TTTTTGTAGA GACATGGTCT

skekskokokokokokokk  skekokokokskokakoksk skekekokokskakkokk skekskokokskdkkkk skekekokokdkkkkk skekekokokkkkkk

241" CACAGGTGTG CACTACCATA CCCAGCTAAT TTCTAATTTT TTTTTGTAGA GACATGGTCT

R
BRC 2010 DNA Bank, RIKEN BioResource Center



283’

3017

343’

3617

403’

a21”

463’

4817

523’

5417

583’

601"

CACTTTGTTG

sokekofofototolokok
CACTTTGTTG

TTCCAAAGTG

sekekofetotoolokok
TTCCAAAGTG

CTCCGTTTAC

sefefefoootolokok
CTCCGTTTAC

GGTGCACAGG

sefefotototolololok
GGTGCACAGG

CTACAGAACT

sofkofoolololokok
CTACAGAACT

GCTGGAGTGC

skkkkkkokokokk

CCCAGGCTGG TCTTGAACTC CTGGGCTCAA GCAATCCTCC CACCTCAGCC

sekkololok sokokokokokokokokok
CCCAGGCTGG TCTTGAACTC

TTGGGATTAC AGGCGTGAGC

sekkkkoolok  okokokokokokokokok
TTGGGATTAC AGGCGTGAGC

TTGACTATCA CCTTCAGGAT

sekekololok ofokokokokokokokok
TTGACTATCA CCTTCAGGAT

TCTAAATTGC AGGTTGAATC

sk ok solololokokokokokok
TCTAAATAGC AGGTTGAATC

GATTATTACT ATTTATTTTT

sekololok olololokokokokokok
GATTATTACT ATTTATTTTT

AATGGCGCAA TCCTGGTTTA

skkkkkskokokekek  skkskskskskokokekk

sekkkeeoolok  okokokokokokokokok
CTGGGCTCAA GCAATCCTCC

CACTGGGCCC AGCCTCTATT

skkkkkokokoksksk skkkkskkkokkk

CACTGGGCCC AGCCTCTATT

TTCAAACATC CAGAGACCAC

sekokofekeookokok
TTCAAACATC

TCAATCTAGT

sepkofokeookokok
TCAATCTAGT

TTTGAGATGG

sepofokokeookokok
TTTGAGATGG

CTGC-AACCT

kkkk kekekekk

sekkRRckookkok
CAGAGACCAC

ATTAGTATTC

sekkRRcfoookok
ATTAGTATTC

AGTCTTGCAC

sofkefotolololokok
AGTCTTGCAC

CC-ACCTCCC

)k kkkkokokk

sekckokeeookokok
CACCTCAGCC

GAGTTTTAAT

sekkokekeookokok
GAGTTTTAAT

CAAGGTGCAT

sepofofeeookokok
CAAGGTGCAT

CCCAATGCGA

sepofofofeookokok
CCCAATGCGA

TGTCACCAGG

sefofofokeookokok
TGTCACCAGG

AGGTTCAAGG

*k, kkkk >k

GCTGGAGTGC AATGGCGCAA TCCTGGTTTA CTGCAAACCT CCAACCTCCC ANGTTCCAAA

1st Nucleotide Sequence

File Name

Sequence Size

Reference Seq. gnu
5435

2nd Nucleotide Sequence

File Name

Sequence Size

Unit Size to Compare =

Pick up Location

|
—_

=1

: RDB7318R. fasta (Complementary)
: 704

2010 DNA Bank, RIKEN BioResource Center



[99.147% / 703 bp]

601’

661’

44"

121

104

181

164"

841’

224"

901’

284"

961’

344"

1020°

404

1080’

AATCCTGGTT

CCAACTAGCT

sefefefoootolokok
CCAACTAGCT

TAGAGACGGG

sefefotototolololok
TAGAGACGGG

CCTGCCTCAG

sofkofoolololokok
CCTGCCTCAG

ACTGATGATT

skkkkkkokokokk

INT/OPT.

TACTGCAACC

*ok
CCC

GGGATTACAG

sk
GGGATTACAG

GTTTCACCAT

sekckekckokokok
GTTTCACCAT

CCTCCCAAGG

sekokkokokokok
CCTCCCAAGG

AACCCAGCTG

skkkkkokokekokk

Score : <

TCCACCTCCC

sk
CTCACCTCCC

GCGCCCGCCA

skkkkkkkokokk

GCGCCCGCCA

GTTAGCCAGA

skkkkkkkokokk

GTTAGCCAGA

TGCTGGGATT

skkkkkkkokokk

TGCTGGGATT

AGCCTCTGTT

skkkkkskokokokk

ACTGATGATT AACCCAGCTG AGCCTCTGTT

CTTACAAGAG TTGCTGAGAA GATCCAATGA

skkkkkskokokoksk  skokkkskskokokkk skokkskskskkokokk

CTTACAAGAG TTGCTGAGAA GATCCAATGA

AGCAGTG-CT TAAGAAACTT CTCACCCTGG

skkkkkkk kk skekkkskskokokekk skokskskskskokokokk

AGCAGTGACT TAAGAAACTT CTCACCCTGG GTTTTTTATT GGTATTGATT GATGTAGAGG

1372/ 2756 >

AGGTTCAAGG GATTCTCCTG

* skeleololok solololokokok koK
AAGTTCAAGG GATTCTCTTG

CCACACCCAG CTAATTTTTT

sekeoolok  sofofolokokokokokok
CCACACCCAG CTAATTTTTT

ATGGTCTCGA TCTCTTGACC

seoololok ofofolokokokokokok
ATGGTCTCGA TCTCTTGACC

ATAGGCGTGA GCCACCGCGC

skl sofololokokokokokok
ATAGGCGTGA GCCACCGCGC

CATCTGAATG GGTATTGTCA

skkkoRoloRRokok  ofofofekefokokokok
CATCTGAATG GGTATTGTCA

GACAAATAGT TGCTAAAGTG

skkRoRRoRoRokok  ofofofekefokookok
GACAAATAGT TGCTAAAGTG

GTTTTTTATT GGTATTGATT

skkkkskokokokokek  skokskskskkokokkk

CCTCAGCCTT

sekkokekeookokok
CCTCAGCCTT

GTATTTTTAG

sepofofeeookokok
GTATTTTTAG

TCGTGATCTG

sepofofofeookokok
TCGTGATCTG

CTGGCCCAGA

sefofofokeookokok
CTGGCCCAGA

ACAGCACTCA

sokokokokRoRRKK
ACAGCACTCA

CCAGGCATGC

sokskokokRoRRoRoK
CCAGGCATGC

GATGTAGAGG

skkkkkkokokekk

TGGGGGAGAA GATCAAAGAC AAGGATTGAG AATCAGGGAT GGGAAAAGCA GTGGGCCACT

sekkskskskokokokok  skokkkokakokokokk skokskskskokokokokk skkkkskskokoksksk skkskskskdkokokskk skkkkkokekekekk

” TGGGGGAGAA GATCAAAGAC AAGGATTGAG AATCAGGGAT GGGAAAAGCA GTGGGCCACT

GACAGCCGCC CTGCCTGCCT GGGAGGTGGG GTGGGGAAAG TGGGCGGGAC ATGCTCCTGG

skekskokokokokokokk Skekokokokskokakkk skekokokokskkkakk skekekokokdkdkkkk skekekokokskkkkk skekekokokkkkkk

2010 DNA Bank, RIKEN BioResource Center

” GACAGCCGCC CTGCCTGCCT GGGAGGTGGG GTGGGGAAAG TGGGCGGGAC ATGCTCCTGG



1140°

524"

1200°

584"

1260°

644"

1319°

704"

GCCTGGCCCA CCCAGATCAC CCTACAGGCT

sekeeooololok olokokokskokkkk sfekekeoolololokok
GCCTGGCCCA CCCAGATCAGC CCTACAGGCT

CAGAGCAACT TCCTCTAGAG GGAGCTGATT

sekeeooololok olokokokkkokkk fekekeoolololokok
CAGAGCAACT TCCTCTAGAG GGAGCTGATT

GCTTGGCAAT CCGGTACTGT TGGTAAAG-C

sofeeooololok sololokokkokokkok sfekekootololok
GCTTGGCAAT CCGGTACTGT TGGTAAAGAC

GGGCCCAGCG CCATTCTACC CACTCGAAGA

*
G

GTCGGCCTGT GCGTCTGCAT

sk kokokokokokokokokok
GTCGGCCTGT GCGTCTGCAT

GGAGCATCAA GATCTGGCCT

sekkkeololok  ofokokokokokokokok
GGAGCATCAA GATCTGGCCT

CACCATGGAA GATGCCAAAA

skkkkkakokokekek skkkkskskkokkk

CACCATGGAA GATGCCAAAA

CGGGACCGCC GGCGAGCAGC

2010 DNA Bank, RIKEN BioResource Center

CCGGTGGCCA

sekekofeeookokok
CCGGTGGCCA

CGGCGGCCAA

sekokokokeookokok
CGGCGGCCAA

ACATTAAGAA

skkkkkkokokekk

ACATTAAGAA

TGCACAAAGC
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