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(SV40 promoter)
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PPP2R4: pGL4-phPPP2R4 (RDB#7294)
ASNS: pGL4-phASNS(RDB#7305)

ID2: pGL4-phID2 (RDB#7306)

PPP1R15A: pGL4-phPPP1R15A (RDB#7307)
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[ GENETYX : Nucleotide Sequence Homology Data ]

Date : 2010.01.25

1st Nucleotide Sequence
File Name : Reference Sed. gnu

Sequence Size . 5742

2nd Nucleotide Sequence
File Name : RDB7306F. fasta
Sequence Size . 570

1
—

Unit Size to Compare

1
—_

Pick up Location

[97.168% / 565 bp] INT/OPT. Score : < 373/ 2067 >

I GGCCT AACTGGCCGG TACCTGAGCT CGCTAGCCTC GAGGATACAC

skkkkk skokekekokskkkokk skekekekskskkkskk okskskskkkkkkk skekekskkkkkkk

17 CAGAACATTT ACTCTGGCCT AACTGGCCGG TACCTGAGCT CGCTAGCCTC GAGGATACAC

46" ACTGTGGTCA AAACAGAATT CTAGATAAGC TACAATTATG TGAAAANTTA AGGTATTTAA

skkkkkokokokokok skokkkskskokokskk skkskskskskokokkk skkkkskdkokkkk skkkkkk ckekk skkkkkkokekekk

617 ACTGTGGTCA AAACAGAATT CTAGATAAGC TACAATTATG TGAAAA-TTA AGGTATTTAA

106" GTAAATAGCT GCAAACTTTT TAAAACTTAG ACTGAAANGA ACGAGTTCTT AAAAGATTTT

skekkskskokokokokok skokkkskskokokkk skkkskskakokokkk skkkkkkk ckk skkkkkdkokkkk  kkkkokekekekk

120” GTAAATAGCT GCAAACTTTT TAAAACTTAG ACTGAAA-GA ACGAGTTCTT —AAAGATTTT

166" CAGCCAAAAA AAAAAAAAAA AACCTTGANA CCCGTATTCA GTACTAGTGC TGAAAAGATT

skkkkkskokkk ckkkkkkokskkk ckk k k| ok skekskskskkokokekek  skkskskskokokokeksk  skkkkkokekekekk

178" CAGCCAAAAA AAAAAAAAAA AAACCTTGAA CCCGTATTCA GTACTAGTGC TGAAAAGATT
226" CCAAACCTCA TATGACAGAN ATATTTTTTT TTCCTTAGTG TGAAGATGTC TATCAATGGC

kekskokokokokokokk Skekokokskskokkk  skekekokokskakkakk skekskokokskdkkkk skekekokokskkkkk skekekokokkkkkk

238" CCAAACCTCA TATGACAGA- ATATTTTTTT TTCCTTAGTG TGAAGATGTC TATCAATGGC

R
BRC 2010 DNA Bank, RIKEN BioResource Center



286’

297"

346’

356"

406’

414"

466’

473"

526’

532"

TAGGGCCACC NTATCTGTCA

sokoooololok  okokokokokokkok
TAGGGCCACC -TATCTGTCA

ANGAAATCAC AATTAGTGCA

* seoolololok sokokokokokokokkoK
A-GAAATCAC AATTAGTGCA

CAGACCGGCA GCCTTTCAAG

sekofooolololok skokokokokokokokkok
CAGACCGGCA GCCTTTCAAG

CTAATTATTT CCGATTAATA

skkkkkkakokokok  skekskskkkokakokk

CAAAGCTTTG

sefefofofotoolokok
CAAAGCTTTG

TAATTAATCA

sofekofotoloolokok
TAATTAATCA

GGCAGTGTAT

sofefofototoolokok
GGCAGTGTAT

CGATCATTAT

skkkkkkkokokk

GAACTCCTCT AGGTGTTGGA ATGTGACACC

sk
GAACTCCTCT

CATTACTTTG

sekkekokeookokok
CATTACTTTG

GTAAATGTAG

sekokofekeookokok
GTAAATGTAG

AATANGCCCT

kkkk kekekekk

CTAATTATTT CCGATTAATA CGATCATTAT AATA-GCCCT

CCCTGAAAGC GCCCTGCCTG

soofooooololok solokokokokokokkok
CCCTGAAAGC GCCCTGCCTG

1st Nucleotide Sequence

File Name

Sequence Size

: Reference
- 5742

2nd Nucleotide Sequence

[98.016% / 504 bp]

File Name

Sequence Size

Unit Size to Compare

Pick up Location

: 503

1
—_

=1

INT/OPT.

TGAGANGCTC

kkkkk kokekk

TGAGA-GCTC

Seq. gnu

Score : <

CTTAGCGACC

sepofofokokolok %
CTTAGCGAAC

. RDB7306R. fasta (Complementary)

1026/

2010 DNA Bank, RIKEN BioResource Center

sk ok
AGGTGTTGGA

CCACCTACAC

sk
CCACCTACAC

TTTNCAATAT

KKk kekekekkk

TTT-CAATAT

GCCTCCTTCT

*kkkkokokekokokk

GCCTCCTTCT

GGTGAGGTTG

1884 >

sekckokeeookokok
ATGTGACACC

GGNAAGGGCA

Kok sfeketotoolok
GG—AAGGGCA

GCAAATTCTC

sepofofeeookokok
GCAAATTCTC

TGAAAAGGAA
sepofofofeookokok

TGAAAAGGAA

GGCATGGTTT



1081

1141

98"

1201°

87"

1261°

146~

1321

204"

1379°

263"

1439°

322"

1499°

382"

1559

442

1619’

TCTCTTCCTC CTCCCTCCTC CTCTCCCTCC TNCCCGCCTC

*ok
TCCGCTT

CGCCGCTCCC CGCCCCCCGC CCNCCCGCCA GCCCCGCACT

skkkkkokakokokok  skekskskkkokakokk

CGCCGCTCCC CGCCCCCCGE

ek kkkokoksksk skkkkskokekekekk

CC-CCCGCCA GCCCCGCACT

ACCACCCCAG CTGNGGCTCG

skkkkkkkokkk skkk  kkkkokk

ACCACCCCAG CTG-GGCTCG

CGCCCCGCCC ACCCCGOGGG

sekeoololololok skokokskokkokRokok
CGCCCCGCCC ACCCCGCGGG

GAACNCAAGC CCACGCCCCG

kkkk kkkoksk  skekskskkkokakokk

GAAC-CAAGC CCACGCCCCG

CGCCCGCGCC CACCAATGGA

sekeoololololok skokokokokkokkokok
CGCCCGCGCC CACCAATGGA

AGACGTGCCA CCTTCCGCCA ATGGGGACGA AGGGAAGCTC

skkkokkskokokoksk  skkkkokakokoksksk  skkkskskdkokokskk kkkkkkekekekk

AGACGTGCCA CCTTCCGCCA ATGGGGACGA AGGGAAGCTC

GAGTGCGGAT AAAAGCCGCC CCGCCGGGCT CGGGCTTCAN

skkkokskokokokoksk skkskkokskokokeksk skkskskokokokskskk  kkkkokokekekk

GAGTGCGGAT AAAAGCCGCC CCGCCGGGCT CGGGCTTCA-

CAAGCGCAGC TAGCTCAGCA GGCGGCAGCG GCGGCCTGAG

skkkokskokokokokok skkskskokskokoksksk skkskskskokokokskk  kkkkkokekekekk

CAAGCGCAGC TAGCTCAGCA GGCGGCAGCG GCGGCCTGAG

TCCCGGTCTC GCCTTCCCTC GCGGTCAGCA TGAAAGCCTT

skkkkkskokokokok  skokkskokokokoksksk  skkskskakokokokskk  skkkkkokekekekk

CCTCCTCCCC

sk ok
CCTCCTCCCC

TACTGTACTG

sk
TACTGTACTG

GATTGGCTGC

sekkRRckookkok
GATTGGCTGC

AGCGCCCGCT

sekkRRcfoookok
AGCGCCCGCT

CAGCGTNGTG

skkkkkk  kekk

CAGCGT-GTG

TTCTGAGCCG

sokokokokoKoKKoKOK
TTCTGAGCCG

CTTCAGGGCA

skkkkkkkokokok

CTTCAGGGCA

CAGATCAAGA

skkkkkkokokokk

GCCCCCCGCC

sekckokeeookokok
GCCCCCCGCC

TACTCTATTT

sekkokekeookokok
TACTCTATTT

GAACGCGGAA

sepofofeeookokok
GAACGCGGAA

CGTCTNTGAT

kkkkk kekekk

CGTCT-TGAT

GCCCCG——GC

sofofofofok
GCCCCGAGCC

*

AGCCCGGTGC

sokokokokRoRRKK
AGCCCGGTGC

GCCAGCTCCC

sokskokokRoRRoRoK
GCCAGCTCCC

TCTGGCCTCG

skkkkkkokokekk

TCCCGGTCTC GCCTTCCCTC GCGGTCAGCA TGAAAGCCTT CAGATCAAGA TCTGGCCTCG

GCGGCCAAGC TTGGCAATCC GGTACTGTTG GTAAAGCCAG CATGGAAGAT GCCAAAAACA

sekkskskskokokokok  skokkkokakokokokk skokskskskokokokokk skkkkskskokoksksk skkskskskdkokokskk skkkkkokekekekk

GCGGCCAAGC TTGGCAATCC GGTACTGTTG GTAAAGCCAG CATGGAAGAT GCCAAAAACA

TTAAGAAGGG CCCAGCGCCA TTCTACCCAC TCGAAGACGG GACCGCCGGC GAGCAGCTGC

*

“ TA

2010 DNA Bank, RIKEN BioResource Center
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