Thermus thermophilus HB8 expression plasmid

RIKEN Clone_ID : TEx07F02 (PC010573-42)
Vector : pET-11a

Locus tag
Insert size
Product

@ Plasmid DNA purification
Date - 2023/12/18

Date - 2023/12/19

Gene Engineering Division
RIKEN BioResource Research Center

Lot# : 6078 _B3Li

TTHAO0573

1413 bp

glutamyl—tRNA(GIn) amidotransferase subunit A |

Culture : LB (100 ug/ml Ampicillin)_10 ml -> 37°C O/N

Purification : QIAGEN Miniprep kit —> dH,0O 50 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date - 2023/12/19
DNA concentration (0.D.); 128 ng/ul
DNA 0.8 ul
Enzyme (Bglll + EcoRI ) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 72l
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder
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@ Adjust plasmid DNA solution to 25 ng/ul

Date - 2023/12/20 .
DNA ( 128  ng/ul) 38 y
10x TE 19 ul |:|
dH,0 137 ul
Total 195 ul

< Size of fragment expected from this clone >

Bglll 7.0 kb
EcoRI 7.0 kb
Bglll + EcoRI 5.2 1.8 kb
®D:Marker
29D 6 @:uncut
®:Bglil
@:-EcoRI

®:Bglll + EcoRI

@ Shipping

Conc.:25ng/ 12 Volume : 40 p 0

Conc.: ng/ (2 Volume: ue
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Sequence ID: Query_21059 Length: 312 Number of Matches: 1

primerB (Reverse)
Range 1: 48 to 312
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A% éosgl/lft%ms 6078_TEx07F02_B3Li_T7long_C01_03_ABI08 Inst Model/Name 3500/3500 Instrumen t

Primer A : T7 long 6078 _TEx07F02_B3Li_T7long Dec 20,2023 09:57AM, JST

S/ING:8 A9 T:7C:12 KB_3500_POP7_BDTv3.mob Dec 20,2023 10:33AM, JST

KB.bcp L EECLAABETET AT ACeACTCACTATAGRG.S Pts 1350 to 14520 Pk1 Loc:1327 Spacing:12.45 Pts/Panel1350

KB 1.4.1.8 Cap:3 Version 6.0 HSQV Bases: : 800 Plate Name: 20231220_ GNP
AAGGCCT G FAAC AZA CAZA AGAAATAR AA AA AGIT ATACA

VVVVVV

1012

M,..,hm..m‘m«.uutmnm.mlmmmhAA' ummnmumhmmHhh
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CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC
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A% BIOS pplied 6078_TEx07F02_B3Li_T7long_CO1_03_ABI08 Inst Model/Name 3500/3500 Instrument

stems !
y 6078_TEx07F02_B3Li_T7long Dec 20,2023 09:57AM, JST
S/ING:8 A9 T:7 C:12 KB_3500_POP7_BDTv3.mob Dec 20,2023 10:33AM, JST
KB.bcp Pts 1350 to 14520 Pk1 Loc:1327 Spacing:12.45 Pts/Panel1350
KB 1.4.1.8 Cap:3 Version 6.0 HiSQV Bases: 800 Plate Name: 20231220_GNP
TGGCCCGCTCCGTGCGGGACCTGGCCCTCCTCATG GACGCCCEGC GGCCGGGCCCGACCCCCTIG ACGCCACGAGCCTGGACCTCCCCCCCCGCT TCC 2G GAG GC CC TGGCEA GG GGC
81 689 697 705 713 721 729 737 745 753 761 769 777 785 793
1012
506
CCCCTTICC (C CCCTGCGC CTCG GG GTGGGTG (G G GCAGGC CC TCGCGGGGCAAT A GCCCCCGGGGG TG GAGAGGG CCCTGGAGGA GG CCCTTA AGGCTC ITCCGGGA GCTIT GGCCCT TTCCG T
801 809 817 825 833 841 849 857 865 873 881 889 897 905 913
1012
506
3CGCGCA GG CCTCCCTCG CCTT CCC ICCCCC AGGCCCTC GCC G C TAC TACZTCC TG CCCCC GG CG GAG GC CAGCTTCCAA CCT GG CCCEGGCTA CCAZC GGCACCCTC(TACG G CGGCGQ
921 929 937 945 953 961 969 977 985 993 1001 1009 1017 1025 1033
1012
506
0 X /
GCGGC GGGGGAAGCA G GGGA GG GAATCGATIT GCGA GA 1IC
1041 1049 1057 1065 1073
1012
506

= S OO N A e
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 Applied

) Biosystems 6078_TEx07F02_B3Li_T7terminator_D01_04_ABIO8 Inst Model/Name 3500/3500 Instrument

6078 TEx07F02_B3Li_T7terminator Dec 20,2023 09:57AM, JST

S/N G:82 A:23 T:15 C:30 Primer B - T'7 terminator KB_3500_POP7_BDTv3.mob Dec 20,2023 10:33AM, JST
KB.bcp 5 OOTACTTATTGCTCACCOOC 3 Pts 1348 to 13859 Pk1 Loc:1325 Spacing:12.27 Pts/Panel1350
KB1.4.1.8 Cap:4 Version 6.0 HiSQV Bases: 277 Plate Name: 20231220 GNP

GCTITCACC TTTCTIT TICGGGGCTTTGTIAGCAGCCGGATCT TIAT TAGA G(CGCCTCCCCCAAGGGGGCCTIG AGGTGGGCCCGGGCCGTGGCCTCCTCAAAGGCGAGGGCCGCC
1 35 7 9 11 13 15 171¢21 23 25 2729 3133 35 37 39 41 4Z45 47 49 5153 5557 5¢61 63 65 67 69 71 73 75 77 7981 83 85 87 89 91 93 95 979¢10:10 10:10°10 11:11 1

1102 vector TTHA0573

2% s N e et e O o o

1.11 111212 12:12°12 13:13 13131314 14214514 14¢1515:15515 1516 16 16!16°16:17 17 17 1771718 18 18 18 18/19219 19 1919 20 20.20!20 20 21.:21:21'21 21 22:22 22 22

1102

o o st

CACGGTGTAGAGGTCC TCCCGGTACATGGC GAGGGGATCGCGCCGGGCCCCGAAGGGGAAGGCGGGGTGGGGGGTGGTGGGGAGG
22 23123 23 2323 2424:24 24 2412525 2525725 26.26 2612626 27.27.27 27 2728 28.28 28 28 29:29 29.29 29 30:30 30!30"30:311

1102

- mudndnmnmmmhmmAhmummlmmmnnhmmnhnm,.A

1102
551

1102
551

1102
551

0
Printed on: Wed Dec 20,2023 01:47PM, JST Electropherogram Data Page 1 of 2




