Thermus thermophilus HB8 expression plasmid Gene Engineering Division
RIKEN BioResource Center

RIKEN Clone ID : TEx04H05 (PC014099-42) Lot# : 6078_A8Ao
Vector : pET-11a

Locus tag TTHEOQQ

Insert size 585 bp
Product [transcriptional regulator, Crp family l
@ Plasmid DNA purification
Date: |30[2W Culture : LB (100 ug/ml Ampicillin) _10 ml_-> 37°C O/N
Date : (20 | % Purification : QIAGEN Miniprep kit —> dH,0 50 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : [8/0‘26

DNA concentration (0.D.): | OO ng/ul

< Size of fragment expected from this clone >

l \O ul
Il + EcoRI) 05+ 05 ul Belll 6.2 kb
....................................................................... 1,_,[ Ry ﬁzkb
A Bell +EcoRl_..5210k

10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder
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@ Adjust plasmid DNA solution to 25 ng/ul @ Shipping
Date : / i ﬂ/ 3 /
d Conc.:25 ng/ 1@ Volume : 40 ¢ 2
dH,0 (5.0
Total wot 0 ul

APPROVED BY :

http://dna.brc.riken jp/index.htmi



plied

) Biosystems TEx04HO05_A8Ao_T7long_EO03_15_ABI24 Inst Model/Name 3500/3500 Instrument
TEx04HO5_AB8Ao0_T7long Jan 29,2018 10:06AM, JST
S/N G:50 A:54 T:38 C:90 Primer A : T7 long KB_3500_POP7_BDTv3.mob Jan 29,2018 10:22AM, JST
KB.bcp Pts 1790 to 8618 Pk1 Loc:1758 Spacing:10.26 Pts/Panel1350
KB1.4.18 Cap:15 5' CGCCAAGCTCTAATACGACTCACTATAGGG ¥ Version 8.0 HiSQV Bases: 714 Plate Name: 20180129_GNP
G GGG AAGCCEG ATACRAT T CCGC T'C TAG FARTAAT TTTGT TTAACTT TAAG AAG G AG ATATAC T--TG-QGGTTTGCCCGG GGARACCATCTACCTCAGGE GGG G

¥ 11 21 31 41 51 61 71 g (TTHBo SaB1 91 101 111

TTHBP49 (i'\,)
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N AT, Moo/ ) 5 ‘ AN

3 'GGCCCGC'CCCTCT'CCGCCTGG GG ! GGGCTTGGTGCGGGTGGTGG GCTCCTECCCGACGGECECCTCATCACCC TG CGCCACGTTCTTCECGGGE ACTACTTCG GGG A
131 141 51 181 181 201 211 221

= Wbt

GG AGGCCTTGG AG GGTAAGGCCTACCGC TACACCGCCGAGGCCATGACGG AGGCAGTGGTCCAGGGGCTGG AGCCCAGGGCCATGGACCACGAGGCCCTGCACCGGGTGGCGEG
231 251 261 271 281 291 301 5k 2l 331

= sttt

ACCT CGCCCEGCAGATGC GCCGGGTCCAGE CCTACGAGGCCCACCTE CAGACG GGG GAGBCTCCGCGCCCGCATCGCCCGCTACCTCCTCTTCCTGGCGGACACCCCGCTTTAC
341 351 361 371 381 391 401 411 421 431 441 451

1016

% I ) |

CECECCGCCACAGCCACEE CATC TACG TTACCGTC TCCCACC AGGAGATCGE CGACGCCACCGCCTE CATCCGEGASBTCCBTC TCCRAAGETCECTCGCCGACCTCCGECEGEG

461 471 481 491 501 S, 521 B3] 541 551 561
1016
508 ‘
o [VYV \ VIV . P AV YN VYY) N e
AGG GG CTCATCGECCACCGC CTACCGC GGG TCTACC TCCTGGACECTCGECTGCCTTGGAGCEGGAGGCGGEGAGCGCETTEGA GGLC GGC QT B T 3 GATCCGGCT
571 581 591 601 611 621 631 641 65 661
1016 TTHB o9
~585
508 ( 58)
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Applied

\ Biosystems TEx04HO05_A8Ao_T7Terminater_F03_18_ABI24 Inst Model/Name 3500/3500 Instrument
TEx04H05_A8Ao_T7Terminater Jan 29,2018 10:06AM, JST
SIN G:243 A:250 T:197 C:391 Primer B : T7 terminator KB_3500_POP7_BDTv3.mob Jan 29,2018 10:22AM, JST
KB.bcp , Pts 1785 to 8692 Pk1 Loc:1753 Spacing:10.29 Pts/Panel1350
KB1.4.18 Cap:18 5 GCTAGTTATTGCTCAGCGG 37 Version 6.0 HiSQV Bases: 715 Plate Name: 20180129_GNP
cAGC 1TC TT TCG GEGCTTIG TTAGCAG CCGG FTCTTTATTAlG GCCG ce TCCAAGG CGCTCCCCE CC TECCB CTCCAAG GCAGCG GGTE:C GG AGGTAGACCCGGCGGT

1 1 21 31 41 51 61 7l 101

Lo Vector g e - MVW\A [W\N\/J\/\/\N\
505
A VS ON G B\ W\ ‘ ) ‘ . V) A ﬂN\/\

GGCGGTGGCG ATG GCCCCTCCCGGCGG GGTCGGCGAGGACCTTGGAGACGG ACTCGCGG ~TGG AGGCGGTGGCGTCGGCG ATC TCCTCG TGGG AG CGGT

i i 131 147 159 161 1B b 181 191 201 211 221
1010
o [\AN\ [\/\/\ [\f\ N\[\/\/\/\ AI\/\N\[W\A
CCCTGCCTGJCCMC_‘GWGGCCG AAGC GGGGTGTCCECCAGCAAR AGG AGGTAGCGGGCGATGCGGEGCECCGGEGAGCTECCCCCGTCTGCE! GG GGGEGCCTCEGTAGGCETGGACCCGGEGE]
231 241 251 261 297 291 301 311 321 331
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\TC TGCCGGGLCGAGGT TCCGCGCCACCCGE TGCAGGEGCCTC G TGEGTCCATGGCC L TGGGC TCCAGCCCCTGGACCACTGCCTCCGTCATGGCCTCGGCGETGTAGCGGEGTAGGC CY
341 351 361 371 381 391 401 411 421 431 441 45
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TACCCTCCAAGGCCTCCTCCCCGAAGTAGTCCCCGGGAAGARCGTGGCGCAGGG TGATGAGGCGGCCGTCGGGGEAGGAGC TCCACCACCCGCACCAAGCCCTCCTCCAGGC(

1 461 471 481 491 501 a1l 521 531 541 551 561
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GTAGAGGGTGCGGGCCTCCTCCCCCC TGAGGTAGATGGTTTCCTTCCGGGCA? CCT@ITC W GTATATCTCE TTET T'AAT TTTCTAGAGG
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