Thermus thermophilus HB8 expression plasmid

RIKEN_Clone_ID : TEx04D06 (PC010199-42)
Vector : pET-11a

Locus tag
Insert size
Product

@ Plasmid DNA purification
Date - 2023/12/21

Date - 2023/12/22

Gene Engineering Division
RIKEN BioResource Research Center

Lot# : 6078 _B3LlI

TTHA0199

1545 bp

type B carboxylesterase |

Culture : LB (100 ug/ml Ampicillin)_10 ml -> 37°C O/N

Purification : QIAGEN Miniprep kit —> dH,0O 50 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date - 2023/12/22
DNA concentration (0.D.); 152 ng/ul
DNA 0.6 ul
Enzyme (Bglll + EcoRI ) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 74 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder
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@ Adjust plasmid DNA solution to 25 ng/ul

Date - 2024/01/11 .
DNA (152 ng/ul) 35 ul
10x TE 21 ul |:|
dH,0 157 ul
Total 213 ul

< Size of fragment expected from this clone >

Bglll 7.2 kb
EcoRI 7.2 kb
Bglll + EcoRI 5.2 2.0 kb
D:Marker
©D2®®6 @:uncut
®:Bglil
@:-EcoRI

®:Bglll + EcoRI

@ Shipping

Conc.:25ng/ 12 Volume : 40 p 0

Conc.: ng/u@ Volume : ue

D\
NG

APPROVED BY :

http://dna.brc.riken jp/index.html
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See details
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primerA (Forward)

Sequence ID: Query_7464714 Length: 729 Number of Matches: 1

Range 1: 70 to 729

Identities
658/660(99%)
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Plus/Plus
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1208 bits(654)

Features:
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A;s éggl/lgt%ms | 2078_TEx04D06_B3LI_T7long_FO1_06_ABIO8 Inst Model/Name 3500/3500 Instrument
Primer 4 °T7 long 6078_TEx04D06_B3LI_T7Iong Dec 22,2023 03:32PM, JST
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A% BIOS pplied 6078_TEx04D06_B3LI T7long FO1_06_ABIO8 Inst Model/Name 3500/3500 Instrument

yELEmE 6078_TEx04D06_B3LI_T7long Dec 22,2023 03:32PM, JST
S/N G:6 A:8T:6 C:10 KB_3500_POP7_BDTv3.mob Dec 22,2023 04:02PM, JST
KB.bcp Pts 1317 to 14066 Pk1 Loc:1294 Spacing:12.27 Pts/Panel1350
KB 1.4.1.8 Cap:6 Version 6.0 HiSQV Bases: 695 Plate Name: 20231222_GNP
TCCGCCGGGGGGATGC TG GTCTGCACCCTCCTCGCC 2CCC CGGAGGCC CGCG GCCCTC TTCC A AAGGC CATCG TCCAA TCGGGAGGGTGCGGGTACGTCCGGGCTTTGG AG
681 691 701 711 721 731 741 751 761 771 781

1054
527

27 A A el A A M A s s Mo i e W

GAAG IC TA C CCCCCA GGGGG AGGCCIGGGGCCA AGGCGAGGGGGTGC GICCCCCAA GGACCTC GCCCTGCC TCG GC CICCCICCCCC IGG AGAGGCTCTTCGCCCGAGG AGCCCC ACCC

791 801 811 821 831 841 851 861 871 881 891 901
1054
527
TCGAGGCCACGGCEG CCGC TICCCTC TCAPACCCCTCCCTCTTICC GGZC A GG CCCTCTT C AZGCCCCA CCTC ICCC CCT T CTTCCTCC C CA GG ACCCCA G AAGCCCT A
911 921 931 941 951 961 971 981 991 1001 1011
1054
527
5 6GGAGG GAA GGC CGCC (G GCACCCCCC TCATCG CCGGGGC G AIC CCCC GG A MT TG GCTTICCCA G CCTTC CAAG CCCCIT CTTCGGACCCG GTGAC G G
1021 1031 1041 1051 1061 1071 1081 1091 1101 1111

1121 1131 1141 1151 1161 1171 1181 1191

e A TA GG T A G (IC C T CTG(T G AR
1201 1211 1221
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 Applied .
f _\\=) Biosystems 6078_TEx04D06_B3LI_T7terminator_B01_02_ABI08 Inst Model/Name 3500/3500 Instrument

Eeiiniss B 1 TESHsiatss 6078 TEx04D06_B3LI_T7terminator Jan 09,2024 01:16PM, JST
S/N G:25 A:25T:17 C:34 KB_3500_POP7_BDTv3.mob Jan 09,2024 01:46PM, JST
KB.bcp 5 GOTAGTTATTGCTCAGCOGG & Pts 1409 to 13743 Pk1 Loc:1386 Spacing:12.28 Pts/Panel1350
KB 1.4.1.8 Cap:2 Version 6.0 HiSQV Bases: 680 Plate Name: 20240109_GNP
AA ACAG(C TTICCTTTICGCGGG C1IT TCT TAGCAGCC GGEITCTT  TZT[IAGACGTAGCCCAAGG ICCTCGAGGGCGCCGCACCGTTCCTCGTAAAGGTCC GGCAGAAGCCCCAGGGGG 2C
1 6 11 16 21 26 31 36 41 4 51 56 61 66 71 76 81 86 91 96 101 106 111 116
‘_\_ TTHA0199 (-1545)
1060 vector
530
0

121 126 131 136 141 146 151 156 161 166 171 176 181 186 19 196 201 206 211 216 221 226 2

1060

. ummmhdhhMhmhnh“hhnmhhhmmmmmmﬂmlmhhnumunﬂﬂhﬂﬂh“mﬂﬂ

TGCCTCCTCTTGGGCTTCTTGGCGTAGGAAAAGAGGTAGGAAGGGCCTCTCCAGGAGGTTCCCGAAGAGGGGG GCGAGCTCCAGGCCGTGGAAGGCCCCGAGGCCCTCAAACC
31 236 241 246 251 256 261 266 271 276 281 286 291 301 306 311 316 321 326 331 336 341

1060

. lﬂﬂﬂnﬂndnﬂhouMUMﬂudhﬂhuﬂnudﬂnnthﬂh“nhﬂhuthuhhuhnhuhunl

CGGCGCCCGGAAGGTIGAAGAGGTAGGCGTAGGTGGGGGCGTIGGGGGGCCTGAAGGC GGGCGGCCT ICAGGG AAGG GCAGAGGAGGGTGAGGTCGGTCTGCACC TICCCCCCAG
346 351 361 366 371 376 381 386 391 396 401 406 411 416 421 426 431 436 441 446 451 456

1060

= nhmmmmmhhnhummmnhAHhuMmmMnmhmhmhlhmmLAAMMMAAMAA«A

GCCCTTTTGGGGTCGGGGACTCCCTTICCGGTAGTGGGCGAGGAGGGCCTGGGCCTTCTCCCGGGAAAGCCCAGAC TCCAAAAGCCTCCTTITICCGCCTCCTCCCAGTCCCCGG
461 466 471 476 481 486 491 496 501 506 511 516 521 526 531 536 541 546 551 556 561 566

1060

- e Vot o i

GTCCGAGGAGGGCTITGGAGGCTGGGGARAGGCCACCTCCTCGGCGTTCGCCCCGGCGATGAGGGGGGT GCCCGCCGCCTT TCCCTCCCTTAGGCECCTCCCTGGGGTCCTG GG
571 576 581 586 591 596 601 606 611 616 621 626 631 636 641 646 651 656 661 666 671 676

1060

20l O e A
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el éggyl/lset%ms 6078_TEx04D06_B3LI_T7terminator BO1_02_ABIOS Inst Model/Name 3500/3500 Instrument
6078 TEx04D06 B3LI_T7terminator Jan 09,2024 01:16PM, JST

S/N G:25 A:25 T:17 C:34 KB_3500_POP7_BDTv3.mob Jan 09,2024 01:46PM, JST
KB.bcp Pts 1409 to 13743 Pk1 Loc:1386 Spacing:12.28 Pts/Panel1350
KB 1.4.1.8 Cap:2 Version 6.0 HiSQV Bases: 680 Plate Name: 20240109_GNP
GGAGGAGGAAGGGGGAGAGGTGGGGCT TGAAGG

681 686 691 696 701 706 711
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