S.pombe ORFeome YFP-FLAG-His tag expression clone Gene Engineering Division
RIKEN BioResource Center

RIKEN Clone ID : SpYFH48A04
Vector : pDual-YFH1¢c Systematic Name | SPBC18H10.16
ORF length 3200 bp

@ Plasmid DNA purification
Date : |2 (00| Culture : LB (100 ug/ml Ampicillin)_5 ml -=> 37°C O/N

Date: (2(0072 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: [2(002

DNA concentration (0.D.): 2 83 ng/ul

DNA 0.2 ul
Enzyme (Sall + Bglll) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 7.8 ul
Total 10 ul

Erectrophoresis : 0.8% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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{Expected digestion pattern from SpYFH48A04 >

9117,.2251, 1012, 498, 288 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : 21004 Shipping amount : 40 ul
Concentration at the time of preparation of plasmid DNA : 25 ng/ul

DNA (_283 ng/ul) 86 ul
10x TE aq
dH,0 sor N ul
Total 8q0.7 ul

http://dna.brc.rikenjp/index.html



O Applied
pw w_°m<m._nm:..m 6107_SpYFH48A04_nmt1Fw_A06_03 Inst Model/Name 3500/3500 Instrument

6107_SpYFH48A04_nmt1Fw Oct 03,2002 11:23AM, JST
S/N G:450 A:403T:474 C:312  Primer A : nmtl1-F KB_3500_POP7_BDTv3.mob Oct 03,2002 11:49AM, JST
KB.bcp , , Pts 1575 to 12888 Pk1 Loc:1552 Spacing:11.89 Pts/Panel1350
KB141.8 Cap3 5 GCTGTAAAACACCACGAGAC 3 ygrsion 5.4 HiSQV Bases: 579 Plate Name: 20121003_mix
TR MATTTATTARAATCAGG AR ACGTAACTCTCGGCTACTG GITGGTTCAGTCACCCARCG ATTACTG GG GARAGAG BRRRAC :.mmﬁﬂ.vl_J.m.ﬂ.ﬁ.T...QOA_.H_.:.W....m_m.m_..r.enﬂm.ﬁq_
1 9 17 25 33 41 49 57 65 73 81 89 97 105
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TGTCATTCGGCAATGTGCAG CG AAACTARARAACCGGATAATGGACCTG TTAATCGAAACATTGARAGATATATARAGG RAGAGGAATCCT GGCATATCATCAATTGARTAAGT)
113 121 129 137 145 153 161 169 177 185 193 201 209 217
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IGAATTAATTAT TTCAATCTCAT TCTCACTTTCTGACTTATAGTCGC T|TTGTTARRGCTA GCG TCGRCAGGCCTEGATCCGGATATCAACARAGTTTGTAC]

AAAGCAGGCT

225 233 241 249 257 Mmm.ﬂm. 2793 ZTGH 281 m_,n_r#..ﬁ 289 297 WPQIH 305 313 9AAWﬁNH 329 |
ot promoter
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CTCATRTGGCRAAGACTT TTAACTARATCAAG TCAAG TATTTGAT TTTTTGGCAGATAGATTAT CAGTACGAAARAATCCAGACGATTTTGGGAAACACAGGA 5 TTTAGAG T|

345 353 361 369 377 385 393 401 409 417 425 433 441
vecfor

1146 iNnsert
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CTTCCACARCCTTTATTACARGAACC ACAA CARAGTTATCGTAG TRAATAGTTT TART GRATTACC TCCGT TG TCTAGAAGTGTAACGT TTGCTGAGRAATGAACAARCCHAA

449 457 465 473 481 489 497 505 513 521 529 537 545 553
1146
S 0000 X000 X
0 000X 5%%%%%@8
A TGAAGCGGTGAARAATT GGG ARCG TTTGAAGG TTGTTT CATT  CCAACTAC ACE TECTCECTCCAT EC TTTICT n TT GAGAT T CCCTTGG A TTAAT O_
} 561 569 577 585 593 601 609 ) 617 mMm 633 641 649 % \.—. |
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plm Biosystems 6107_SpYFH48A04_YFP_R_B06_06 Inst Model/Name 3500/3500 Instrument

6107_SpYFH48A04_YFP_R Oct 03,2002 11:23AM, JST

SIN G:580 A:533 T:593 C:476  Primer B : YFP-R KB_3500_POP7_BDTv3.mob Oct 03,2002 11:49AM, JST

KB.bcp ; = . . Pts 1536 to 12793 Pk1 Loc:1513 Spacing:11.25 Pts/Panel1350

KB1.4.1.8 Cap6 5 GAACTTCAGGGTCAGCTTGC 3" version 5.4 HiSQV Bases: 787 Plate Name: 20121003_mix

GGIT A TG C 1CG CGG RAICGC TG ACTTG HmmﬂﬂmﬂﬂﬂrﬁmdﬂﬂﬂﬁmA_Oﬁw_.mﬁﬁﬁmmﬁﬁw,.mﬂrﬂﬂmﬂnb.ﬂﬁ.m.nﬂﬂﬂmmﬂmﬁwfﬁPQOHOOHOmOOOHﬂOﬁ.ﬁﬂw_ﬂﬁm%i
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AACCACTTT TG TACAAGARAGCTGGG|TARAGAGC GGTAGT TATAG TTAAACTCT TAGAGTG GATTAATGCACAAGGAGGTAATCCTTCCATARATAT TAATAAGTCA T|
EoRY109 118 127 136 145 154 163 172 181 190 199 208 21

vector
&“f— msert

CAACATATTCCTCGCTTTTTCGAARAGCTCT TATGAGTGTCGGCCAAAGGTGCTGGT ARRACAG TAAACAATACAGAAGTATTTTTAGTATGTT TCAGCACGAT TTCATTCATAARAT
L7 226 235 244 253 262 271 280 289 298 307 316 325
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"TATGTATTGAGATCTCGAGGATAAARTCGT TAAACGTCAACTTCTCTTTAGAATAGTCCCTTCCTATTTTTTTCTTTGGTGCTAGTCTATCAGATGAACTATCT TCTCG GACCA

334 343 352 361 370 379 388 397 400 415 424 433 442
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CGTTGGGCATCAG AGATGACTCAATAGTACTGTCAG!? TAAGTTCTTC ,_”...L.Hq_q_ﬂnﬂ.:mqq_._uﬂmmem.h_.q..n_._v.o,mn.......nmm.ﬁeannmwmwmy_h_.mw_.ﬂq_ormHnﬂo.r,..r_..rmm.noa.wﬂ_wA
451 460 469 478 487 496 505 514 523 532 541 550
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CTGARATGCATATG TGGCCCAAGGCOCGGARACTCAATGGCACACTTAAAGGTGGAGCAC TCTTATCARAGCTGGCAGATC TARRGTT ATAR CCAGACATACGARCGTGG j
559 568 577 586 595 604 613 622 631 640 649 658
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