S.pombe ORFeome Flag2—-His tag expression clone Gene Engineering Division
RIKEN BioResource Center

RIKEN Clone ID : SpFFH36A01 _
Vector : pDual-FFH1c Systematic Name SPCC1442.02

ORF length 1746 bp

@ Plasmid DNA purification
Date: |210tH Culture : LB (100 ug/ml Ampicillin)_5 ml —> 37°C O/N

Date: |[21Clb Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : llllOl

DNA concentration (0.D.); [ 12 ng/ul

LEL - L.
Enzyme (Sa|i+ Bg!!l) 05+05m
Buffer H ................................................................................... 1 u|
Total 10 ul

Erectrophoresis : 0.8% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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{Expected digestion pattern from SpFFH36A01 >

I A5 bp ... s

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : / % O3/ Shipping amount : 40 ul
Concentration at the time of preparation of plasmid DNA : 25 ng/ul
DNR G il e .
10x TE -1 %
dH,0 257.7 u
Total 3 S0 . &

APPROVED BY :

http://dna.brc.riken jp/index.html



pplied
A% Blosystems 36-F_D05_11 Inst Model/Name 3500/3500 Instrumer

Privies A ¢ GRLLT 36-F Oct 17,2002 04:03PM, JS™
S/N G:81 A:67 T:66 C:53 , KB_3500_POP7_BDTv3.mob Oct 17,2002 04:29PM, JS°
KB.bcp 5 GCTGTAAAACACCACGAGAC § Pts 1241 to 12902 Pk1 Loc:1218 Spacing:11.6 Pts/Panel135
KB 1.4.1.8 Cap:11 Version 5.4 HiSQV Bases: 1023 Plate Name: 20121017-yosidakoub:
CGG FATTTTATTARA'T (A(GGARFARCGTAACTCTCGGC TACTG GATGGTTCAG TCACCCAACGAT TACT G GGGAGAGARAACE GGGCARAARGCAAAGC TTAAAGG ARTCC GA”
1 10 19 28 37 46 55 64 73 82 91 100 109
1196
598
0 N QR Q 4 NG ) VYTV \ ‘
TGTCATTCGGCAATGTGCAGCGAAACTAARRARACCGG ATAAT GGACCTGT TAATC GAARCATTGAAGATATATARAGGAAGAGGAATCC TGGCATATCATCART TGAATAAGT
118 127 136 145 154 163 172 181 190 199 208 217 226
1196
598 ‘ ‘ ‘
T GAAT TAATTATTT CARTCTCATTCTCACTTTCTGACTTATAGTCGCT T TGTTARAGCTA GCGTCGACAGG CCTGGATCCGGATATCAACAAGT TT GTACAAAAAAGCAGGCT
235 244 253 262 271 280 289 298 307 316 325 334
Sall att Bl
1196
CTCATATG GACTGGAAAGAAGCGATTCCAGGTGCCGCCAAGGTAGCCA CCARARGATTATATTACCTACTCAACGCTACTCGAATTGATATTGGAAGAAGCGC GAATA
343 r,mrt 352 361 370 379 388 397 406 415 424 433 442 451
Jectoy .
sevt
| 1%
1196
598 ‘ ‘ ‘
0 A
AA GGATATTGATGAGCAGCGAGAGT TGATTAAGTGTCTACATGAAGAATTGARGCAAGARAAGART GTAAGT AAAR ATATTCATGTAAT TARATATGAATTCTC C1
460 469 478 487 496 505 514 523 532 541 550 559
1196
598 ‘
STTGCAAT TAGGACCATATAACACGCGAARRTTTCCTGGGACAT TATAGGAATGGTGCT TCCATATGTTGGGAA AGTACAARATGAGGC CGATGAGTTTGTGGACT TCT TA
568 577 586 595 604 613 622 631 640 649 658 667 6
1196
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