S.pombe ORFeome YFP-FLAG-His tag expression clone Gene Engineering Division
RIKEN BioResource Center

RIKEN_Clone_ID : SpYFH35G09
Vector : pDual-YFH1c Systematic Name SPBC3E7.06¢c

ORF length 1734 bp

@ Plasmid DNA purification
Date : [2100 1 Culture : LB (100 ug/ml Ampicillin)_5 ml -> 37°C O/N

Date: (21002 Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: |21002

DNA concentration (0.D.): 224  ng/ul

DNA 0.2 ul
Enzyme .(Sall + Bglll) 0.5+ 05 ul
Buffer H 1 ul
dH,0 7.8
Total 10 ul

Erectrophoresis : 0.8% agarose gel, 1x TAE Buffer

Marker ;: 2-Log DNA Ladder (NEB#N3200L)
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{Expected digestion pattern from SpYFH35G09 >

9117,.2584 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : 121009 Shipping amount : 40 ul
Concentration at the time of preparation of plasmid DNA : 25 ng/ul

DNA (_ZZY% ng/ul) 8.0 ul
10x TE 77 [
dH20 w ul
Total 770. ¢ ul

http://dna.brc.riken jp/index.html



=2 Applied
»w Biosystems
S/N G:263 A:203 T:225 C:199  Primer A : nmt1-F

KB.bcp
KB 1.4.1.8 Cap:14

5 GCTGTAAAACACCACGAGAC ¥

6107_SpYFH35G09_nmt1Fw_EO05_14
6107_SpYFH35G09_nmt1Fw
KB_3500_POP7_BDTv3.mob
Pts 1451 to 12632 Pk1 Loc:1428
Version 5.4 HiSQV Bases: 942

Inst Model/Name 3500/3500 Instrument

Oct 03,2002 11:23AM, JST
Oct 03,2002 11:49AM, JST
Spacing:11.04 Pts/Panel1350
Plate Name: 20121003_mix
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TA RBAITTIA TT BATCAG G BRRAARICGTARCTCTCGE GCTACT GG ATGGTTCAG TCACCCARCG ATTACTGGGG RGAG ARARCRAG GG CARAAGCAAAGCTTARRGGRRATCCG
1 10 19 28 37 46 55 64 73 82 91 100 1
1266
633
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ATTGTCATTCGGCAATG TGCAGCG RAARCTARAAAACCG GATAAT GGACCTGTTAATCGAAACAT TGAAGATAT ATAA AGGARAAGAGGAATCCT GGCRTATCATCAATTGAATA P.
29 118 127 136 145 154 163 172 181 190 199 208 217 |
1266
633
0
GTTGAATTAAT TATTTCAATCTCATTCTCACTTTC TGACTTATAGTCGC TITTG TTAAAGC TAGC GTCGACAGGCOT GG AT CC G GATATCARCAARGT TTGTACRARARAAGCAG
226 235 244 253 262 2h1 280NheL 289 298 QugHL 307 316 mmm 3
_ Sal L atth
nmt prowola<—
1266
633

LICTCATRTGT CGAACCCAAGAACCAAATC TCCTAATACARACAGAGGTCAAGGAT TACGTTCAGAGCGCTCAGCTCTCTTGAR

TGACTCTCTGTCTTCATTAAATGGARACTC

34 343 352 361 370 379 388 397 406 415 424 433 442
msert
1266 \ectoy
633
0
ATCATATGACTCTATC AGATTCTTCCRARAACAA CAAGG ATGTTGC TGAAGT MIOO.PDH.«.OOOHﬁm..H.....u..m._m_UO,r.m.m...h»._.O._.,HO._..,_GHO.”_,O.HQ% AGTTAGCAATTCGCCTCAT
451 480 469 478 487 496 505 514 523 532 541 550 559
1266
633 —
0 . , , _ VY
CGCCAGGAT GCAGCGACGACTAATACTGTGTCTACA GTTTCTGTT TCCAAAGTTCTTCCGGEGCGTTAT TGTTGGGTGTTGTT TTGGCTGCTTTAG ACAAT AC CATTGTCG(
568 577 586 595 604 613 622 631 640 649 658 667
1266
633
0 / ) [\ . LY 0
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" Applied
»w Biosystems 6107_SpYFH35G09_YFP_R_F05_17 Inst Model/Name 3500/3500 Instrument

6107_SpYFH35G09_YFP_R Oct 03,2002 11:23AM, JST
S/N G:163 A:160 T:147 C:13 Primer B : YFP-R KB_3500_POP7_BDTv3.mob Oct 03,2002 11:49AM, JST
KB.bcp oy , Pts 1453 to 12503 Pk1 Loc:1430 Spacing:10.9 Pts/Panel1350
KB 1.4.1.8 Cap:17 5 GAACTTCAGGGTCAGCTTGC 3 Version 5.4 HiSQV Bases: 979 Plate Name: 20121003_mix
GG(CG (CARTGRC "CG (CGG RICGC TG ACTTGTGGCCGTTTACGTCGCCG TCCAGC TCGACCAG GATG GG CACCACCCCGG TG RACAGC TCC TCGCCCT TGC T CACCA
1 10 19 28 37 46 55 64 73 82 91 100 1¢
1394
697
0
CACTTTGTACARZ b?rmﬂemomﬂmmrmmHHwOObaﬁaﬂﬂmberwmﬁraqmTQOPMWOWTDHOOQOWObWuHvorembmemmmmombmﬁwmwﬂbﬂmrremmﬂo
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226 235 244 253 262 271 280 289 298 307 316 325 33
1394
697 m
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\ TGATTTTCTCAGT T TAATTCCTAAARCAGTTTGCACGATTGAGGATGATAT GGAARACGCCTAGG RCACAACCAT TGGACCTAARAACAAATATGAARGTAGCAATAG CAGARGCT i
4 343 352 361 370 379 388 397 406 415 424 433 442 _
1394
697
0
GARARTGCTGACGGAG ARAGCATGAATTAT GGC GACTARAGTREAGTRGT ARCARGCAATGCCGTTTCCTAARRCCACCGGARAAGGGATARAARCAGCATATTCCCAGTTARLBGTT CGAC
451 460 469 478 487 496 505 514 523 532 541 550 559
1394
697

0 \

s TAGCCATRAC GAAGCATGARRAAGGGCAGCAACACT TARACTACCRRACGGTTATTTTCTTGTAATTTCCGGTAAGACTARTTACCGCACCTCCARGA RGCGA
568 577 586 595 613 622 631 640 649 658 667

1394
697 |
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