S.pombe ORFeome YFP-FLAG-His tag expression clone

RIKEN clone ID: SpYFH30C02
Vector : pDual-YFH1¢ Systematic Name| SPBC146.01
CDS length 3238 bp

@Plasmid DNA purification

Date : 20227 Culture :LB (100 ug/ml Ampicillin) _5 ml —37°C O/N

Date : (20223 Purification : QIAGEN Miniprep kit—dH,0 100 ul

@Digestion by restriction enzyme / Concentration calibration

Date : {20223

DNA concentration (0.D.):___ [l 4+ ng/ul

DNA cHh
Enzyme (Sal I +Bgl II) 0.5+0.5 ul
Buffer H 1 ul
dH,0 7.5 ul
Total 10 ul

Electrophoresis: 0.8% agarose gel, 1 X TAE Buffer

Marker: 2—-Log DNA Ladder (NEB#N3200L)
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<{Expected digestion pattern from SpYFH30C02>

9117, 1508, 978, 938, 664 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : )20 30 / Shipped : 25 ng/ul, 40 ul

|Fina| concentration: 25 ng/ul |

DNA (1'% ng/u) £3
10xTE 379 ul
dH,0 ] 257 6 ul

Total ) 30§ ¢ ol
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» Applied

6107_SpYFH30C02_nmt1Fw_G10_19

Inst Model/Name 3500/3500 Instrument

* Biosystems
y 6107_SpYFH30C02_nmt1Fw Mar 01,2002 09:32AM, JST
S/IN G:613 A:658 T:541 C:353 KB_3500_POP7_BDTv3.mob Mar 01,2002 09:58AM, JST
KB.bcp Pts 1433 to 12723 Pk1 Loc:1410 Spacing:11.37 Pts/Panel1350
KB1.4.1.8 Cap:19 - ) Version 5.4 HiSQV Bases: 875 - e - ._....._.m..”.n Zmaw...mo._mm.nm.wli_x
._.... = gl el ._u I TG .ﬂ G n.m. _. A\AC __.F .__.lﬁ,m.... Q G _ h. T O G _.mmwuﬁ_._..ﬂlmw g L \.|)ﬂ| _mu. _”;.D: w 54 _ O. @_ W-m \G AG AAA AC n.mm_ GCAR \G CTTARAGGAATCCGH
1 10 19 28 37 46 55 64 73 82 100 1
1370
o ﬁiﬁ%%
O - S E e etk — - R - - — —_ —
TTGTCATTCGGCAATGTGCAGCGAAACTAAAAACCG GAT: cc \AAG GAAG AGGAATCCTGG CATATCATCAATTGA
09 118 127 136 145 154 172 181 190 199 208 21%
1370
o LU %%% >§<
o LIV WA I VYV
T TTATTTC TCTCATTCTCACTTTCTGACTTATAGTCGCT|ITTGTTA GCTAGCGTCGACAGGCCTGG! Hﬁo_m_m .__..m_ TTTGT
226 235 244 253 262 2f1 280 289 298 307 316 325 ”
o A ﬂﬁfﬁbﬁﬁm.l, Nuel Sail bamHL ?%%mm
0 Wy
SCTCTCATATGAGAGI AGAGCATTGCCTTGC TGTATGCCATCATTTTT TAAAAC 0 CTTCATCTAACT TTTGTATTTAGT GCTCAAARCTTTAC GAATTATCTCTCCCTC?
334 343 352 361 370 379 388 397 406 415 424 433 442
yeorr l—>Tnse
1370 nsert
685
0 i
TTTCCGAAGTCCAAC TCATG TATGGCTTTGTCATTTGAGCGTCAGGCTTTTGATGGTGCC C \TTG TCZ I _H_m;._
451 460 469 478 487 496 505 514 523 532 541 mmo mm
1370
0 ) A i - A
TAGAATGAATACTTAACTACATGTG GCAAG GACAGCAC TTGAGAGATCAAATACGT GACACATTGCAGG CAACCC TGA \CAARTGCCTTC TGTGTATI C7
9 568 577 586 595 604 613 622 631 640 649 658 667
1370
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. Applied 6107_SpYFH30C02_ADHrev_H10_22 Inst Model/Name 3500/3500 Instrument

© Biosystems
y 6107_SpYFH30C02_ADHrev Mar 01,2002 09:32AM, JST
SIN G:617 A:466 T:508 C:394 KB_3500_POP7_BDTv3.mob . Mar 01,2002 09:58AM, JST
KB.bcp Pts 1474 to 12664 Pk1 Loc:1451 Spacing:11.67 Pts/Panel1350
KB14.18 Cap22 Version 5.4 _.__mo< Bases: 699 Plate Name: 20120229 mix
TRAAGG ITC TC AG TAAG A TTTTCGTTTTA AACC GAGT CACT T TAAAAT " GTATACACT TAT TAT "ATTTAATAATAAAAATCAT \T CAT?
1§ 9 97 25 33 41 49 57 65 89 97 105
1242
mym%op? X' .?é%éﬁ VWAV M AN i
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0o < SoOLX Y VW WA iy §>§§§5
\ATT m):._.. '"TTAGAAGTGGC GC m.:a ___ﬂn.n_._ GTEGAGARTCTCAGTGGTGATGGTGGTGA _m_:_._m CA a:m__ m__wn__ GTCCATGGGCTTGTACAGCTCG
P.@ 113 129 137 145 Hmw 161 169 A 177 185 193 201 209 1:7 J\ﬁ\wu
._F?ES?T ~ gL ' ,
1242 —> 4éne
zggg\% |
:o.r,.;m.m._.mm \GAGTGATC 1_._ mm GGCGG ?.. CG m: ce _mﬂm T PQP :_1_._ CGTTGEGGTCTTTGLCTC Ommwmm .ﬂu___mﬂ___ ..On,ﬁ.m..ﬂm_._.. mm_m__m_ﬁmmn
225 233 241 249 mmq 265 273 281 289 297 305 313 321 329 33
mml.mmu.mn ,Jm_m_....mm,o nm._.n.,mn:m.. TGGGGGT ﬂ_____m;_m:._mn__.m ___ﬂm 'CGGCG!? md_md }m;:mn..ﬁm:).a .__m%;_.m_mmﬂ o|m.i.__%..ﬁ.._.__ nAGTTC .:h___m m_)_wnm].q_|
7 345 353 36l 369 377 385 393 401 409 417 425 433 441 449
1242
| i
PTTCTGCTTGTCGGCCATGATATAG ACGTTG TGGCTGT TGTAGTTGT CTCCAGCT __m‘_m:m, CAGGATGTTGCCGTCCTCCT TG GTCGATGC CCTTCAGCTCGAT GC
457 465 473 481 489 497 505 513 521 529 537 545 553
1242
. %g?f%g%i%
0 6 Yoo o) R %vo%obomx
SGGTTCACCAGGGTGTCGCCCTC W b PFEGG LG GEE TCIT G TAG TTGCC TCGTCCTTG \G AA GATGG TGC GC TCC TGG CGTAGCCTTCGGG CATG
561 569 S 585 mmw 601 609 617 625 633 641 649 657 m
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