S.pombe ORFeome YFP-FLAG-His tag expression clone Gene Engineering Division

RIKEN BioResource Center

RIKEN_Clone_ID : SpYFH06G10
Vector : pDual-YFH1c

Systematic Name SPAC3C7.14c
ORF length 609 bp

@ Plasmid DNA purification

Date : | 207710

Culture : LB (100 ug/ml Ampicillin)_5 ml -> 37°C O/N

Date: (207 1% Purification : QIAGEN Miniprep kit => dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration
Date : (20715 e
DNA concentration (O.D.):__ ~ bt ng/ul

DNA 0.2 ul
Enzyme (Sall + Bglll) 0.5+ 05 ul
Buffer H 1ul
dH,0 7.4 ul
Total 10 ul

Erectrophoresis : 0.8% agarose gel, 1x TAE Buffer
Marker : 2-Log DNA Ladder (NEB#N3200L)
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{Expected digestion pattern from SpYFH06G10 >
9117, 1459 bp
@ Adjust plasmid DNA solution to 25 ng/ul ~ preparation for shipping~
Date: | 202U Shipped : 25 ng/ul, 40 ul
DNA (__25 ng/ul) 8.0 ul
10x TE 87.4 ul
dH,0 700.4 ul
Total 873.8 ul

http://dna.brc.riken jp/index.html



. Applied 6107_SpYFHO6G10_nmt1Fw_A10_01 Inst Model/Name 3500/3500 Instrument

Biosystems
y 6107_SpYFH06G10_nmt1Fw : Jul 17,2002 09:16AM, JST
S/N G:822 A:584 T:695 C:639 KB_3500_POP7_BDTv3.mob Jul 17,2002 09:41AM, JST
KB.bcp Pts 1306 to 13657 Pk1 Loc:1283 Spacing:12.06 Pts/Panel1350
KB 1.4.1.8 Cap:1 Version 5.4 HiSQV Bases: 1025 Plate Name: 20120717_GNP
TG CITITTTATTAA TCAG G AACGTAACTCTCG GCTACTG GATGGTTCAGTCACCCAACG ATTACTGGGGAGAGAARAC mmmn. AMRD GCARARGCTTARAG GAATCC _
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2 Applied 6107_SpYFHO6G10_YFP_R_B10_04 Inst Model/Name 3500/3500 Instrument

m
- Biosystems 6107_SpYFHOBG10_YFP_R _ Jul 17,2002 09:16AM, JST
SIN G:1004 A:793 T:1054 C:965 KB_3500_POP7_BDTv3.mob Jul 17,2002 09:41AM, JST
KB.bcp Pts 1317 to 13462 Pk1 Loc:1294 Spacing:11.91 Pts/Panel1350
KB 1.4.1.8 Cap4 Version 5.4 HiSQV Bases: 1028 Plate Name: 20120717_GNP
GA TCG I TG C 1ICG((CGGARCGCTG ? 'TGTGGCCGEGTTTACGT CGCCG TCCAGCTCGACCAGEGEATGGEGGCACT ﬁ)ﬁnmm_m..n.mn..;,_} _”:,m:ﬁj _;_.mﬁ,_;..ﬁ.n __JE
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GTRCTTGCG GRAT CAGTCTTG BCCTTLG TTCGT GC I''TTCTAGTTC CATCGGATACATTACGAGAACCG
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TCGGCTCCAGCATAGG ACCAGCGCCCC CTGGAGCCGCCAT CGTTAGCCATGAGTG TGT I TCTTATAGCC GAGGTAC I |
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CCAGTGGAGTCCC " TGAGCAGGAGGAGTGCC AGCGTGT CCG GGG GGC CATACTGCGT! CATCGAGTGT =
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