S.pombe ORFeome YFP-FLAG—His tag expression clone Gene Engineering Division
RIKEN BioResource Center

RIKEN Clone ID : SpYFH02G12 _ Lot # :6107_A7Aa
Vector : pDual-YFH1c Systematic Name SPCC622.09

ORF length 381 bp

@ Plasmid DNA purification
Date : |70 ((0 Culture : LB (100 ug/ml Ampicillin)_5 ml -=> 37°C O/N

Date : (701 ! Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: [70LL\
DNA concentration (0.D.):_ 3%3 ng/ul ¢ Size of fragment expected from this clone >
....... DNA . 0,2b .ul Sall _ 10.3 kb
_______ Enzyme (Sall + Bglll ) 0.5+ 0.5 ul Bglll 10.3 kb
Buffer H i 1 ul Sall + Bglll ] 9.1, 1.2 kb
dH,0 7.75  ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : 170117 DNA ( 383 ng/ul) 83.0 ul
JOX T e 127.2..41
dH,0 061.% ul
Total 2716
@ Shipping
d Conc.: 29 ng/ Ul  volume: 40 p 2
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pplied

Blosystems 6107_SpYFH02G12_A7Aa_nmt1Fw_G11_20_ABI24 Inst Model/Name 3500/3500 Instrument
6107_SpYFH02G12_A7Aa_nmt1Fw Jan 12,2017 02:25PM, JST
S/N G:158 A:198 T:187 C:23¢ . - Rue y KB_3500_POP7_BDTv3.mob Jan 12,2017 02:51PM, JST
Primer A : nmt1-F _
KB.bcp Pts 1589 to 12958 Pk1 Loc:1566 Spacing:11.7 Pts/Panel1350
KB 1.4.1.8 Cap:20 5 GCTGTAAAACACCACGAGAC 3 Version 6.0 HiSQV Bases: 929 Plate Name: 20170112_GNP
TEGAA T TTA TIT AA TEAG G | CGTAACT BTG 6 TAC TG 6 ATGG T'TCA B TCACCCAACE ATTACTG. GG G AGAG CAGGGE GC GCTT GGAATCE
1 10 100 1
1198
Y awav.e
0 X
SATTGTCATTCGGC TGTGCAGCG : CC.GG AT TGGACCTGTT TCGT? CATTGAAGATATATACF GAGG TCCTGGCATATCATC
.09 118 127 136 145 154 163 172 181 190 199 208 217
1198
599
o U A | | | | I
GTTGAATT TTATTTE TCITERATTCETEAESTT TCT 6AET TAT GTCGCﬂTTGTT GCTAGCGTCGACAGGCC TG GATCCGGATATC 2 GTTTGTAC A GC G\
226 235 244 253 262 2f1 28 P89 298 3 316 325
nm Pbom’ceh Whel Salf §0«n H1 ECO?Y (ittB1
1198 — %
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1 0 LY
6C TCTCATRTGT CTGET GETE G AAACC CGCTTCE ?GGCTCCCGCCGGT GGOTCETAGE GAT AC CA TG AAGTCTG TG ATAAGAA GEGTGGT AACA G GG
334 343 352 361 370 " 379 388 397 406 415 424 433 442
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’IT(, TCCTATATTTAC GGTGTTG GCAAGTTCACCCTGATACTGGTATTTCC e GCCATGCGTATCTTG CTEITTTEGTE CGATAT TTTTGAGCGTAT1

51 460 469 478 487 496 505 514 523 532 541 550 55
lDAZG
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GECACTG AGGLCTTCCE: CETTGET G TTAC o G T CRETETY e T G TG TOCRGAL TEGCT GTTCEET TTGEGRATTCVTE ECGGETE GT TA GC C GCAC C
9 568 577 586 595 604 613 622 631 640 649 658 667
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