P-1 Gene Engineering Division
RIKEN BioResource Research Center

P. RIKEN DNA BANK clone name : pCMVhVEGF

RIKE.

BRC
® Clone ID : RDB _ 03961
® Lot ' 20219 _B3Ks
@® DNA Concentration : 25 ng/pL
® Volume : 40 pL
® Form : DNA solution in TE buffer
@® Host 2 DH5a
@ Culture . LB medium
® Antibiotics : 100 pg/mL Ampicillin
@ Purification : QIAGEN QIAprep Spin Miniprep kit
@® Digestion by restriction enzyme
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Electrophoresis : 100 ng DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme Expected size of fragment
Xhol : 4.3 kbp
Sall : 4.3 kbp
XhoI+Sall : 3.3, 1.0 kbp

kbp

@® Confirmation of the insertion sequence
Please be sure to check our sequence analysis results before your request.

Sequence name | Primer ID Primer name [ Confirmed feature
Sequence - A Pro016 CMV_Forward CMV pro,SV40 intron,VEGF 5'
Sequence - B Pr1192 SV40polyA_F SV40 pA,VEGF 3'

Sequence - C - - -

Sequence - D - - -

Sequence - E - & _

Sequence - F - - -

Sequence - G - - -

Sequence - H - - -
APPROVED BY :

http://dna.brc.riken.jp



2 Applied 03961_20219_B3Ks_2_CMV_Forward_A01_01_ABI08 Inst Model/Name 3500/3500 Instrument

W_Omv\m.nmam 03961_20219_B3Ks_2_CMV_Forward Dec 04,2023 09:50AM, JST
S/IN G:207 A:245 T:283 C:265 primer name ? : CMV_Forward KB_3500_POP7_BDTv3.mob Dec 04,2023 10:21AM, JST
KB.bcp 3 . Pts 1603 to 13067 Pk1 Loc:1580 Spacing:11.63 Pts/Panel1350
KB14.18 Cap1 5 GCACCAAAATCAACGGGACTT 3 Version 6.0 HiSQV Bases: 862 Plate Name: 20231204 _dnabank
N NNNN NNNN NNNNNNN MNGCN NNGGGCGGT NGCGTGT -CGG G N OHOHWH,‘.H_,.w.wmO,,‘.QWQOHOOHH_H,‘.AOHG\‘.,‘OOOHO.“OWHOOOOHOQ EG ECGCCATCC?
1 10 19 28 3 46 ! 100

_ w>2
1252 _
0 PN TN 9 s :0 ) W IV

.CE CTGTTTTGACCTCCATAGAAGACACCGGG ACCGATCCAGCCTCCGGACICTAGAGG ITCCGGT? ACTG AAAARACCAGAAAGTTAACTG|GTAAGTTTAGTCTT
T
109 118 127 136 145 154 Xba pmw“;z:H ZNXJQH 181 190 199 208 217
Vo wTHon
1252
- %%zé%%
TTTGTCTTTTATTTCAGGTCCCGGATCCGGTGGTGGTGCAARATCARAGAACTGCTCCTCAGTGG ATGTTGCCTTTACTT CTAGGCCTG TACGGAAGTGT TACTTCTGCTC TA
226 235 244 253 262 271 280 289 298 307 316 325
BoomHT .
SY¥o iMtFep
1252 |
626
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AGCTGCGGAATTGTACCC GCGGCCAATTCAC .@m ACTTTCTGC TGTCTTGG GTGCATTGGAGCCTTGCCTTGCTGC TETACCTCCACCATG CCAAGTGGTC CCAGGC TGE A(
334 343 352 361 370 379 388 397 406 415 424 433 442
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CCCATGGCAGAAGGAGGAGGGCAGAART CATCACGAAGTGGTGAAGTTCAT GGATGTCTATCAGCGCAGCTACTGCCATCCAATCGAGACCCTGGTGG ACATCTT CCAGGAGT?2

4571 460 469 478 5 487 496 505 514 523 532 541 550
Neol
1252
%m %gg;g{gégégégfég%ég
CCCTGATGAG?2 ACATCT TCAAGCCATCCTGTGTGECCC TGATGEG 2
559 568 577 586 595 604
1252
626
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) Bi Ow<m.nm—.=m 03961_20219_B3Ks_2_SV40polyA_F_C01_03_ABI08 Inst Model/Name 3500/3500 Instrument
03961_20219_B3Ks_2_SV40polyA_F Dec 04,2023 05:22PM, JST
SIN G:239 A:216 T:337 C:340 primername B : SV40polyA_F KB_3500_POP7_BDTv3.mob Dec 04,2023 05:41PM, JST
KB.bcp , . Pts 1947 to 8704 Pk1 Loc:1915 Spacing:10.68 Pts/Panel1350
KB1.4.1.8 Cap:3 5 GCAATAGCATCACAAATTTCAC S version 6.0 HiSQV Bases: 655 Plate Name: 20231204_dnabank2
NIN NNN NNNI!INN TTINNNINNNCT NAT CAATGTAT CTTAT CATGTCT HOOOOO CGG CCG HOOHO OOQOOHOQOOHH@HO CATCT G CAAGTACGTTCE TTTAZ
1 il 21, 31 N\ } 61 101
Car
1170
0
CTCAAGCTGCCTCGCCTTGCAACGCGAGTCTGTGTTTTTGCAGGAACAT T TA O \CGTCTGCGGATCTTGTACAAA ATGCTTTCTCCGCTCTGAGCAAGGCCCACAGGG AT1
11l 121 131 141 151 161 171 181 191 201 241 221

3 ig%%%%ggégg?%g%é%

JTTCTTGTCTTGCTCTATCTTTCTTTG GTCTGCATTCACATTTGT TGTGCTGTAGGAAGCTCATCTCTCCTATGTGCTGGCCT TGEGTGAGGTTTG AT CCGCATAATCTGCATGGT
231 241 251 261 271 281 291 301 311 321 331

1170

= [l , | el

GATGTTGGACTCCTCAGTGGGCACACACTCCAGGCCCTCGTCAT TECAGLCAGCCCCCGCATCGE AT CAGGGGCACACAG O“ZHOQOH TGAAGAT GTACTCGATCTCATCAGGG
341 351 361 371 381 391 401 411 ! 421
—
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STCCTG GAAGATNTCCACCAGGGTCTCGATT GGAT GGCAGTAGCTGCGCTGATAGACATCCATG AACTTCACCAC HHOO_HO,W‘.‘HG,‘H TCTGCECCTCCTCCTTCTGCCATG
1 461 471 481 491 501 511 521 531 541

45

561

1170
585
0
GCARGCCTG GGANCACTTGGCATGGTGGAGGTAGAGCAGCARAGG CA CAATGCACCC AAGANAGCANAAANGTTCATGGTGNNNT GGCCGCGGG NACNAT TC
571 581 591 601 611 621 631 641 651 661
1170 :
585

N N el e e e e oo e S NN A N s Y W 0

Printed on: Mon Dec 04,2023 06:12PM, JST Electropherogram Data Page 1 of 2




