Gene Engineering Division

RIKEN BioResource Research Center

R

it

RIKEN DNA BANK

[ ]
Py

clone name : pGEX-G8(M)-2a

@® Clone ID
@ Lot
@® DNA Concentration

RDB _ 04222

19815 _ B2Kp

25 nanogram/microliter

@ Volume 40 microliter

@® Form DNA solution in TE buffer
@ Host = DH5 alpha

@ Culture LB medium

@ Antibiotics 100 microgram/ml Ampicillin

@ Purification QIAGEN QIlAprep Spin Miniprep kit

@ Digestion by restriction enzyme

1 kb Plus DNA Ladder 04222 E
(NEB#N3200L), >_:
-
250 ng/well 2 = B8 =
[ o 0 Cc [e]
(kb) 5 2 X 2
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8.0
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30

15
12
10

Electrophoresis : 100 nanogram DNA per lane ; 1% agarose gel, 1 x TAE Buffer

Restriction enzyme Expected size of fragment

NotI - 5.9 kbp
Xhol : 5.9 kbp
NotI+Xhol 5.1, 0.8 kbp
kbp

@ Confirmation of the insertion sequence
Please be sure to check our sequence analysis results before your request.

Sequence name | Primer ID Primer name Confirmed feature
Sequence - A Pr0153 GST-M_F GST,thrombin site,insert 5'
Sequence - B Proo77 pGEX-RSEQ insert 3'
Sequence -C | Pr0310 pUC-M13_-100 lacZa,lacO,lac pro,lacl

Sequence - D - - = APPROVED BY

Sequence - E - 2 -

Sequence - F - - =

Sequence - G - - -

Sequence - H = 2 -

http://dna.brc.riken.jp



%rw >ﬁ3__mﬂ 04222 _19815_B2Kp_2_GST-M_F_F01_16_ABI24 Inst Model/Name 3500/3500 Instrument

W_Om<m,nm=._m , 04222_19815_B2Kp_2_GST-M_F Dec 14,2022 09:37AM, JST
S/N G:1049 A:957 T:973 C:813 primer name A4\ : GST-M_F ,W KB_3500_POP7_BDTv3.mob Dec 14,2022 09:59AM, JST
KB.bcp 5 ATA i Pts 1865 to 8706 Pk1 Loc:1833 Spacing:10.95 Pts/Panel1350
KB1.4.1.8 Cap:16 TTAGATACGGTGTTTCG3 | Version 6.0 I_mo< Bases: 692 Plate Name: 20221214_dnabank
NINNNINNTCTNNNMNTT GMITTTCT TAGCAAGCTACCTG AARTGCT G AAAATGTTCGAAGATCGT TTATGTCATAAAACATATTTAAAT GGTGAT CATGTAACCCAT)
1 11 . 31 41 51 61 71 81 91 101 ,

{

1120 +—— Gt

560 _

0 — OO o, )4 ‘ / ) i
CCTGACTTCATGT TG TATGACGC TCTTGATGTTGTTTTATACATGG ACCCAATGTGCCTGGATGCGT TCCCAAAATTAGTTTGT TTTAAA ,_.),ome,.ﬂ,eamu,.,,pmoeSnno,ﬁ,o:.,
111 121 131 141 151 161 171 181 191 211 221

1120 ,

AAGTACT TG AAATCCAGCAAGTATATAGCATGGCCTTTGCAGGGCTGGCAAGCCACGT TTGGTGGTGGC GACCATCCTCCAAAATCGGATCT GG TTCC GCG T GG 7 eoi
231 241 251 261 271 281 291 301 311 331
om '3

1120 @sT —3 ?s bin &

o il WO s I ol ot ol =
VLYW VA » VAN AT A A AN A AN AN A PR |
TJATGATGTTGTCCTTAAACAACCTACAGAATATCATCTATAACCCGGTAATCCCGT TTGTTGGCACCATTCCTGATCAGCT GGATCCTG GAACTTTGATTGT GATACGT GGGC 2

351 361 371 381 391 401 411 421 431 441 3,
Eoi& M.va._,@sv @Laﬁ.ﬂ{, Q Bam H1 ,

1120

560

0 /\ | I\ |
"GTTCCTAGTGAC GCAGACAGATTCCAGGTGGATCTGCAGAATGGCAGCAGCAT GAAAGCTCGAGCCGATGTGGCCTTTCAT TTCAATCCTCGT TTCAAAAGG GCCG moeoi
1 461 471 481 491 501 511 521 531 541 551 561

. Pstt Xhol

1120 |

560

0 A /\ A \ YV YY) !
ATTGT TTGCAATACTTT GATA ATGGGGANGGGAAGAGNT CACCTATGACACGC CTT TCNAAANAGAAAAGTCTTTTGAGATCGT GATTATGGT 6TANG 4

571 581 591 *_ 601 611 621 631 641 651 661 671 |

1120 Hopy soprons galectin 3 IIL@

560 ~ A

, Np ,
0 MY eas'd , AN 000 L) 00 Ol 0000000
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P%W >v3__mn 04222_19815_B2Kp_2_pGEX-RESEQ_GO01_19_ABI24 Inst Model/Name 3500/3500 Instrument

Biosystems 04222_19815_B2Kp_2_pGEX-RESEQ : Dec 14,2022 09:37AM, JST
SIN G:1491 A:1370 T:1511 C:1494 i nome 3 - pGEX-RSEQ KB_3500_POP7_BDTv3.mob _ Dec 14,2022 09:59AM, JST
KB.bcp Pts 1881 to 8706 Pk1 Loc:1849 Spacing:10.88 Pts/Panel1350
KB1.4.1.8 Cap:19 5-CCGGGAGCTGCATGTGTCAGAGG-3'| version 6.0 HiSQV Bases: 692 Plate Name: 20221214_dnabank
NN NNN NN NN NNG NAN G T CAG T.CRAGT CACG ATG CG GCGCCECTCGAGE TACCAGC TCCRETACTTICEAG TARNGTGGAT GTETCCA T TAAT TTCCAGCO TG TCA
| 21 3 41 61 it 81 91 101
| i il |
1328 _ Horo Jap/ens \.»\mﬁw\} & ,
o | MMV W
0 é%g&z%%\g |
CTG CTGCGAGCTC T TTAAATCTGTGTT TG PACT CCAGGE TG TEGTACGCCAT TTAC TG CAACCT TG AATTCTCTAACATCACAA TAAATTARCATC TCARAGTACAT CCCAGG ,,
111 121 131 141 151 161 171 181 191 201 201
1328 » — »
664
o i ,EEE::::—E:E,::E;E:E ::::E:::::EEE::::::E::::»
AATGGGAAAGAGGTAATATTTCTCTCTTCTTCTCCCCAGGACTCCTG AAGAARAGAATTTCTTACAAATGCTTTAATATTCAGGCG TGGGTTCAAGTGTAGAGCAATATC(Q
221 231 241 251 261 20% 281 291 301 311 321 wi
1328 » > » |
664
o Wil ;E;::EEEE:::?:;FE._:::;E: ::E::LEr::E;F?:E:
TTTGATTTTCCTGCTAGTAGGTCAACATTAAAGCTTTTGGCAT TTGCATTCACT TCTCCTTTAACGACGACAGTTCGTCCAGGGCCCATGGGGGTGTTCAACCTTGCAGCGA
3 341 351 361 5 381 391 401 411 421 431 441
Neol |
1328 |
664
0 ::::::r::rr::::E::.:::E::::E::::Fr.::::Er:::::r::::r:::
IGGCAGCCTAAGCTGGGGCGTGCCAGACT TTGGAACATTTTCTCTACTTATCTCTGTCAGTTCCAGACTAGATGCTTGGGTACTT TGTAAGTCCGAGCTGAAGCTA »,;.,OO
451 461 471 481 491 501 511 521 534 541 551 7
1328 v |
664 7
0 \ YW N WAV N\ 0 ) A
ATTGAGTGAATATTCACT TTGCCATAAATGCCCAGAGTGTCTATTTTCTCTGGGCCGATC CTGTGGCCATAGAGCAGANTANGT TTTCCATT TACAGCCNC CTGREA
561 ; 571 581 591 601 611 621 631 ! 641 651 661 7
e Hemo i eng @anﬂ:s 8 m
664
0 %égﬁég%%g
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) Applied
b@ B ams 04222_19815_B2Kp_2_pUC-M13_-100_HO1_22_ABI24 Inst Model/Name 3500/3500 Instrument

. 04222_19815_B2Kp_2_pUC-M13_-100 Dec 14,2022 09:37AM, JST
SIN G:1759 A:1520 T:1430 C:1722 pyimer name ¢ - pUC-M13_-100 KB_3500_POP7_BDTv3.mob Dec 14,2022 09:59AM, JST
KB.bcp j | Pts 1864 to 8706 Pk1 Loc:1832 Spacing:11.1 Pts/Panel1350
KB 1418 Cap:22 - - ATTACGCCAGCTGGCGAAAGG -3' version 6.0 HiSQV Bases: 664 Plate Name: 20221214_dnabank
NN NNMNN N NN N N NINNN GGG TTTTCCCAG TCACGACG TTG TAAAACGACGGCCAG TG AATCCGTAAT CATG G TCATRGC TG TTTCCTG TG TG AAAITT GT H,.,F,HOOQ
J1 31 41 51 61 71 91 101 [
1334 T lac Za operator
667 | » |
0 \ YU RN
CTCACAAITT CCACAJCAACATACGAGCCGGAAGCATARAAGTGTA /GCCTGGGGTGCCTA|JATGAG TGAGCT uJiOH@,,OW TTAJAT TGCGTTGC GCITCACTGCCCGCTTTCCAG HO,
111 121 131 141 15%¢ 161 171 181 91 20 234 22}
;. o ,
1334 ac  promoter CAP s.s&sum_w@ lac 7 |
o =
\AACCTGTCGTGCCAGCTGCATT?Z ATCGGCCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCCAGGG TGGTTTTTCTTTTCA CCAGTGAGACGGG CA ,‘O.‘.OO,
L 231 241 251 261 271 281 291 301 311 5 331 7
1334 : |
ol | Ty
o Al | N AN Ml Aaranan,
TGATTGCCCTTCACCGCCTGGCCCTGAGAGAGTTGCAGCAAGCGGTCCACGC TGGTTTGCCCCAGCAGG CGARA AATCCTGTTTGATGGT GGTTAAC OOO@OO\,,,._H_.}._H_T,,NO..x.HD‘.‘..O”
341 351 361 39 381 391 401 411 421 431 441 7
1334 |
667
0 A ANV N A
CTGTCTTCGGTATC GTCGTATCCCACTACCG 2 ATAT OOO.,,.‘OO‘.,,,,‘.,OOOOOWOOOOOO.,A.OHOOOH.::W,HmOOOOOOJHHOOOOOO&.OOOOﬂ:._H_OHD“,,.HOOHHDOO.A:On,,.OO;
451 461 471 481 491 501 513 521 531 541 551 L
hopld\
1334 B |
667
0 A \ [\ A A A 20 o
HOOOFOHQOQ%.&,OO\,,.;HOOOOHO..‘,HHO%OO,.._H..H_H_OO.\‘..HOOHHHOHHO?.,v..TZOOQO.,.,O.n,.H_OOO,,.,OHOO.&.OHOOOOHHZZZQHHZOOOHWHOOOOHOPZHHH e T Q,
61 RIS 581 591 601 611 621 631 641 65 661 7
1334 |
667
0
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