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@® Clone ID

® Lot

@ DNA Concentration
@® Volume

® Form

® Host

@ Culture

@ Antibiotics

@® Purification

- RDB _ 09005
18945 _B1Cu

25 nanogram/microliter

g 40 microliter
' DNA solution in TE buffer
. DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIlAprep Spin Miniprep kit

@ Digestion by restriction enzyme

1 kb Plus DNA Ladder
(NEB#N3200L),
250 ng/well

09005

" uncut
EcoRI+Xhol

nf EcoRI
!} Xhol
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Electrophoresis :

100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme Expected size of fragment
EcoRI : 5.5 kbp
Xhol : 5.5 kbp
EcoRI+Xhol : 4.1, 1.3 kbp
kbp
@ Confirmation of the insertion sequence
Please be sure to check our sequence analysis results before your request.
Sequence name | Primer ID Primer name Confirmed feature
Sequence - A Pr0443 mRFP1-inner1 DsRed2 3'
Sequence - B Pro554 PuroR_F PuroR, DsRed2 5'
Sequence - C Pro259 COPIlApro-F copia pro, PuroR
Sequence - D Pro800 HB-NOS_R MT pro, BiP signal sequence
Sequence - E Proo99 reverse SV40 pA, 6xHis, V5 tag, BiP signal sequence
Sequence - F - - -
Sequence - G - B - i i
Sequence - H - - - :

APPROVED BY :

http://dna.brc.riken jp



> Applied

Bi Om<mﬂm=._m 09005_18945_B1Cu_3_mRFP1-inner1_C01_03_ABI08 Inst Model/Name 3500/3500 Instrument
09005_18945_B1Cu_3_mRFP1-inner1 Apr 02,2021 12:15PM, JST
KB.bcp ) _ Pts 1722 to 8704 Pk1 Loc:1690 Spacing:10.91 Pts/Panel1350
KB1.4.1.8 Cap:3 5-AGTGGGAGCGCGTGATGAAC -3 Version 6.0 HiSQV Bases: 669 Plate Name: 20210402_dnabank
NNN NN NNNNMN N KN MN(NNN G NNTCCTCCCTGCAGG /CGGC TG CPTTNTCTACAAGGTG AAGTTCATCG GCG TG AACTT CCCCTCCG ACGG CCCCG TG ATGCAG AL G ! LG RO
1 11 21 31 11 “ 51 61 71 81 91 101 111
1146 w \@ 5 Fw % P

A

N o o i Al

c:CATGGEGCTG GG AGGCCTCCACCGAGCGCC TG TACCCCCGLCGACGGCG TGCTGAAGGGCG AGACCCACAAGGC CC TG AAGC TGAAGBACGGCG GCCACTACCTEG TGGAGTTC
Z qH L2A 131 141 151 161 g 191 201 211 221
¢

3 it

GTCCATCTACATGG CCAAGAAGCCCGTGCAGC TGCCCGGCTACTACTACGTGG ACGCCAAGC TGGACATCACCTCCCAC CGAGGACTACACCATCGTGGAGCAGTACG AG

231 241 251 261 271 281 291 301 311 321 331
1146
0 AN
CGCACCGAGGGCCGCCACC CCTGTTCCTGTAG|GAGGCCCACCGACTCT T C3 GCTTATCGATACCGTCGACCTCGAGGCCAGCT QO.H._..Q. ACTTGT TTAT TGCAGET T{
341 351 361 371 381 391 411 421 431 441 451
VCQQH% i::ﬁmw GalL hol Nhel
d 4 2 a 0 v40 p(A)
1146 PoReays |LL (wetiylated ) Clal X G40 p
573 » » »
0 | » /\
W TAAT GGTTACAAATAAAGCAATAGCATCAC!? TTTEACARAAAT \ AGCAT TTTTTTCACTGCATTCTAGTTGT GGTTTGTCEC CTCATCAATGTATCTTATCATGTCTG GA
461 471 481 491 501 511 521 531 541 551 561
1146

4 e o Y e g e bl

'CGEGGTACCGGCGCCTGATGCGGTATTTTCTCCT TACGC 4Q40ﬂmommﬁz TTTNNCACCGCATATGGTGNACTCTCNGTACAATCTGCTCTGANCGNC GCANAN

571 581 591 601 611 | 621 631 641 651

VAT (A) ﬁasﬂ\ |
1146 __

533
0 %3%?
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Applied 09005_18945_B1Cu_3_PuroR_F_D01_04_ABIO8 Inst Model/Name 3500/3500 Instrument

W_Om<m.nm3m 09005_18945_B1Cu_3_PuroR_F Apr 02,2021 12:15PM, JST
SIN G:51 A:35 T:25 C:41 primer name w ; PuroR_F KB_3500_POP7_BDTv3.mob Apr 02,2021 12:30PM, JST
KB.bcp " A a Pts 1716 to 8704 Pk1 Loc:1684 Spacing:10.85 Pts/Panel1350
KB 1.4.1.8 Cap4 SABCLICCOETTEIACOREREG Version 6.0 HiSQV Bases: 660 Plate Name: 20210402_dnabank
[ MNNNNMNNN NMN NMN KNN NNNNNNNCG - NG NCGCGC CoTNGTGC TG 'CCCGC - GCCCGGTGCCATGE CCTCC TCCG AGAACGTCATCACCGAG TTCATGCG CTTCAAG
1 11 21 31 41 _ 51 61 81 91 101 111
[ Neol |© ﬁ 10
_ > Ve ke
1110 : PuroR
_

855

2\ AT S e .

GTGCGCATGG AGGGCACCGTG AACGGCCACGAGTTCGAGATCGAGGGCGAGGGLCGAGGGCCGCCCCTACGAGGGCCACAACACCGTG AAGETG GGTG ACC GG GC GGCC

121 131 1471 151 161 171 181 191 201 211 221
1116
. ?Egs\gé\g?g >>>>>> >
0 >>>>>>>>>>>>>>>>>>>>>>>>>>> [anaaa\ Al
CCC TGCCECTTCGELCT GGG ACATCOTEGTCCCCCCAG TTCCAGTAGCG GCTECAR GG TETATGETGE L ECACECEC G CCBGACATC ECEcgAaC Y AGAAGCTGTCCTTCECCCGAGGGC
231 241 251 261 271 281 291 301 311 321 331 3
] i R
. >>>>> >D> >>>>>> > >\ZS
AMANAA >>>>>>>> MAAAA AN A AN A AAAA A AANAAAAA AN >>>>?<<s>>>>>§>>>\5>>>>>>>>>>>>>
"TCAAGTGGGAGCGCGTGATG TCCGAGGACGGCGGCGTGGCGACCG TGACCCAGG ACTCCTCCCTGCAGG I CEECT GETTCAT CT \GGTGAAGTTCATCGGC GTG
41 351 361 271 381 391 401 411 421 431 441 451
1110 Pat
555
0 >>D>>>>>>?,>>>>>>>>>>§>>>>>>>?>>>>>>>>>>>>>>>>>>?>§>> Aoar\n
ITTCCCCTCCGACGGECCCG TGATGCAG! AGACCATGGGCT GGG AGGCCTCCACCCGAGCGCCT GTACCCCCGLE G nmmnmﬂmn.ﬂm Hzomom .GANCCAC?” GGEE EET
461 471 481 491 501 ki 521 531 541 _ 551
Ncol
1110
b55

GCT GAFN GACGGCGGNCACTACCTGGTGGAGT TCNAGTC CATCTACNTGG CCNAG AAFNCCGTGCAGC TENCCGGC TNC TACTACN TGGACGCCNAGCTGG
Al 581 5971 601 611 621 631 641 651

T110
555
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Applied 09005_18945_B1Cu_3_COPIApro-F_H01_08_ABIO8 Inst Model/Name 3500/3500 Instrument

Bi m
losystems 09005_18945_B1Cu_3_COPIApro-F Apr 02,2021 12:15PM, JST
S/N G:59 A:42 T:40 C:59 primer name ( COPIlApro-F KB_3500_POP7_BDTv3.mob _ Apr 02,2021 12:30PM, JST
KB.bcp ; Pts 1737 to 8704 Pk1 Loc:1705 Spacing:10.98 Pts/Panel1350
" TATGCC -3
KB1.4.1.8 Caps8 §'- TGAATGBECACACCTTT Version 6.0 HiSQV Bases: 659 Plate Name: 20210402_dnabank
ﬁ N M NNMNNN MN NINC T T TN I T T T T T EC T TP Y G TACGT T TP T T CGCTETAAGT GGTCGTGGTGCTGGTGTT GCAGTT G T BT TAT TCAT (&
all 31 41 51 61 71 81 91 101 111

1314 I_rv Cogit pro
0 O \ /\ A A \<</>
TE CAT E'TICALE TR T TATT' TR T EA TTAR G GG TAT LA T TTHA B g m TCCCCCGGGCTGCAGG TT Om Y TGEC GCLCETCa ﬂn Gk

121 13 141 151 161 171 181 191 211

1314 copl& pro Pat1 mgﬁ n
> gl %%%giégg%ggi%%;gg%;ig

CAAGCCCACGGTGCGCCTCGCCACCCGCG CGACGTCCCCCGGGCCGTACGCACCCTCGCCGCCGCGTTCECCGACTACCCCGCCACG CGCCACACCGE TCG CCCGG AC

231 241 251 261 Zdl 281 291 301 < il 327 331

1314 Sall
| g%é% | |

CGCCACATCGAGCGGGTCACCGAGC TGCAAGAACTC TTCRT Q1 CGCGCGTCGGGCTCGACATCGGC? AGGTGTGGGTCGCG G CGACGGCGCCGLGGTGGBGCGGTCTGGACCAC

341 351 361 371 381 391 401 411 421 431 441 A5
1314
. ?z@%i?ggf%
0

GCCGGAGAGCGTCGAAGCGGGGGCGEGGTGTTCGCCGAG ! TCGGCCCGCGCATGGC CGAGTTG CGCGGTTCCEGECGLETEBEE € EE GCABET CAGATG mmZOﬂﬂnHODnmn

461 471 481 491 501 511 521 531 541 m,_i

1314 Puro R
- %é%ggégéﬂg%i
& il
JACCGEGCCCARNGAGE GEGRE TGE PTTCCrEGac CCGTrCNGCGTCTCEGNCC GACCACCAGREBGE C GGNNNNN GGNNGCGCCNNCNNGNTCCCC GG © NNNE N GNC GANC !
&34 581 591 601 611 621 631 641 G 661 671
1314
657
0 EN O N . > - <X S0 ., o o - - ~ D ’ccb Lo = —
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Applied 09005_18945_B1Cu_3_HB-NOS_R_FO1_06_ABI08 Inst Model/Name 3500/3500 Instrument

"~ Biosystems
y 09005_18945_B1Cu_3_HB-NOS_R Apr 02,2021 12:15PM, JST
SIN G:463 A:417 T:475 C:510 primer name D HB-NOS_R KB_3500_POP7_BDTv3.mob Apr 02,2021 12:30PM, JST
KB.bcp ; , Pts 1718 to 8704 Pk1 Loc: 1686 Spacing:10.93 Pts/Panel1350
KB14.18 Cap6 B-TOTTCEETATTACGOCAGET-3 Version 8.0 HiSQV Bases: 668 Plate Name: 20210402_dnabank
NNN N N X'NNN N NN NNNN NTTGGGT/NCGC(NGGG TTTTCGeNG TCACG ACG T TG T CGACGGCCAGTG TT TTICGTTGCAGGACAGGATGTGG TGCCCGATGT(
1 11 B 31 41 51 61 71 81 91 101
_ MT pro
1190 z _
585 |
0 RN oosC o LYV \ | NI
#ALCTAGCTCTTTGEC TGCAGGCCGTCCTATCCTIC TG STTCC CATAAGAGACECAG CTCCGGC CCCCCACCEG CCCACCG CCACCCCCATACATAT GTGGTACG T GTAAGAGT
111 121 131 141 151 161 171 181 191 201 211 221
Porl | Ndel
1190
o> Il | | M) i%gésgé
0 ) NVGUVA
GCCTGCGCATGCCCCATGTGCCCCACC? GAGCTTTGCATCCCATACAAGTCCCCAAAGTGGAGAACCGAACCAATTCTTCGC GEGCAG B AGCTTCTGCACACG TC TC
231 241 251 261 271 281 291 301 311 N 321 331
IaSm.E‘-
1.1.98
§>>§ >>>>>>>>>§ I |
o A} i
CACTCGAATTTGGAGCCGGBCCEGGCGTGTGCE AGAGGTGAATCGAAC AAAGACCCGTGTGT AGCCGCGTTTCCAAAATGTATAAAACCGAGAGCATCTGGC CAATGCTGC?
341 351 361 371 381 391 401 411 421 431 441
1190
595 »
: | I A AT W i
TCAGTTGTGGTCAGCAGCAAARAATCAAGTGARTCATCTCAGTGC CTE mm_mmmm,ﬂnnm TET £ TAT GP GTTATGCATATTACTGGCCGTCGTGGCCTTTGETTGGCC
451 461 471 481 491 501 511 521 531 541 551 561

1190 AT gro L Bamtl Bif gignal Gequence
: N 1) A LYWL

| HOHOOO%ODOO, GATCTTCGCG CTAGTCCGGANATCCACGTGTGTACNCC TAGGCTTAAGTCTAGAGGGNCC TTCNAANGNNNNCC TATC CNN? NCC
, B0 581 591~ TTT 7 601 611 621 631 641 65 661 671
595

bo \T
0 é@%%@@g

Printed on: Fri Apr 02,2021 01:15PM, JST Electropherogram Data Page 1 of 2

1196




Applied

5_18945_B1Cu_3_reverse_G01_07_ABIO8 Inst Model/Name 3500/3500 Instrument
' Biosystems 09093 A e
y 09005_18945_B1Cu_3_reverse Apr 02,2021 12:15PM, JST
S/N G:897 A:875T:1126 C:863 primer name W ‘ reverse KB_3500_POP7_BDTv3.mob Apr 02,2021 12:30PM, JST
KB.bcp _ . Pts 1705 to 8704 Pk1 Loc:1673 Spacing:11.1 Pts/Panel1350
KB1.4.1.8 Cap:7 5- GGAAACAGCTATGACCATG -3 Version 6.0 HiSQV Bases: 667 Plate Name: 20210402_dnabank
NNNN MW NN NN N NCGMTG NNMNTAAT (N GC(NTLEe¥NCATTTGTAGAGGET TTTACTT GCTTT CCTCCCACACECTCCCCCTG AACCT GAAACATAAAATGAAT GCAATT
1 ikl 21 1 " a1 51 61 71 81 111
[
1218 “
_ >§>
0 =L 0NNV NAVRY VIV |
GTTGTT GTTRACTTGTTTATT GCAGCTTATAAT GGT T AC T GCAATAGCAT CAC T TCACE T BCAT TTTTTTCAC TG CATTCTAGT TGT GGT TT GTC.CJ
121 131 141 151 161 E.H\A 181 191 201 211 221
1218 .m, N\ WN% \ m &
) aé%g%g |

TEAT CAATGTATCT TATCATG TE TEGATEC TC G
281 241 251

TCGAGGCTGATCAGCGAGCTCAGGCCTT
sambll] 261 271 281 291

3 %é%%%%ii?@%%%

GGCACAGTCGAGGCTGATCAGCGGGTTT! ACITCAATGGTGATGGTS

301 311 321 331 341

6 x His

Il

TGATGACCGGTACG|ICGT? LTCGAGACCGAGG AGAGGGTTAGG G W GGCTTA nﬂqq_nm CGCGCCCTCTAGACTTAAGC C TAG GTGTACACACGTGEG 2
351 .__v me 371 381 391 401 111 , 421 431
_ L/ %%\ | I Bl .
1218
609
0 A

siTTCGC GRAAGATCTICCCGAGCGAGAGGCCAAC AGGCCACGACGGCCAGTAATATGCAT

461 471 481 .. 491 501 511
o IWM\NW B P m\\s»\ nm%:gmm

1218
S z?éigiz%é@%%
0 %éigé

_ .
AT TGAGATCGGATCCCCICCTTTAGT TGCACTG _Z.,A_m NTCACTPTH

531 541 z 551 | 561
o L
\vxﬁé‘*ﬁ\_

|

AT TTTGCTGC TG ANCACAACT GATGCACAT TEGNCCAGAT G CTCTCG G TTTTATACHTTTT GN CGCGGCTTTACNCACGGGTC TTTCNTTC GANT CHN NTTT GNNC!
571, 581 591 601 611 621 631 641 65 661 671
1218
609
M\ e,
0 L ONOFSOET Y0 00 Ol 00000 Q00 OO X000 00 Yo 0000 Ooco
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