P-1 Gene Engineering Division
RIKEN BioResource Research Center
.P. RIKEN DNA BANK clone name : pMM189 pIRESNe0o3-TOMM70 1-70-3xFLAG-GFP11
glgi(lj
® Clone ID > RDB _ 18665
® Lot 18665 _ BOLn

@® DNA Concentration
@ Volume

@® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

25 nanogram/microliter

40 microliter
DNA solution in TE buffer
DHS alpha

. LB medium

100 microgram/ml Ampicillin

2 QIAGEN QIlAprep Spin Miniprep kit

@ Digestion by restriction enzyme

1 kb Plus DNA Ladder
(NEB#N3200L),
250 ng/well
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EcoRV+Xbal

Electrophoresis :

100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme Expected size of fragment
EcoRV : 5.6 kbp
Xbal - 5.6 kbp
EcoRV+Xbal : 3.4, 2.2 kbp
kbp
@ Confirmation of the insertion sequence
Please be sure to check our sequence analysis results before your request.
Sequence name | Primer ID Primer name Confirmed feature
Sequence - A Proo16 CMV_Forward CMV pro, insert, 3xFLAG, GFP11, IVS
Sequence - B Pr0036 IRES-F IRES, NeoR

Sequence - C -

Sequence - D -

Sequence - E -

Sequence - F -

Sequence - G -

Sequence - H -

APPROVED BY :




Applied

D07536B2_BOLn_3_CMV_Forward_F01_06_ABI08 Inst Model/Name 3500/3500 In
Biosystems D07536B2_BOLn_3_CMV_Forward Mar 09,2021 10:26
S/N G:53 A:41T:37 C:41  primer name /| : CMV_Forward KB_3500_POP7_BDTv3.mob Mar 09,2021 10:54
KB.bcp . . . Pts 1522 to 13552 Pk1 Loc:1499 Spacing:12.22 Pts/Pe
KB1418 Cap6 5'- GCACCAAAATCAACGGGACTT -3 Version 6.0 HiSQV Bases: 904 Plate Name: 2021030
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118 127 136 145 4 m 154 — 163 :m 181 T 190 199 208 217
HinllL kml Sacl CpT* Borv Nhel ~“He] ToM D (1~
1156 metfylsted e

» W

GTTGCAGCCGCTGTGCCGAGC TCTGGEGGTCAGGCGTGGGETG GAGGAGGAACC GC TGG TCCCG G CAGGEGGCCTTCC TCGGTEGEAGT TG ECCCTEELT GTA 66 GGEAL
235 Nh:nm, H 253 262 . 271 280 289 298 307 316 325 334
ac ,

1156

_. \ | I \
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. Applied

Bi osystems D07536B2_BOLn_3_CMV_Forward_F01_06_ARBI08 Inst Model/Name 3500/3500 In
D07536B2_BOLn_3_CMV_Forward Mar 09,2021 10:26,
S/N G:53 A:41 T:37 C:41 KB_3500_POP7_BDTv3.mob Mar 09,2021 10:54,
KB.bcp Pts 1522 to 13552 Pk1 Loc:1499 Spacing:12.22 Pts/Pe
KB 1.4.1.8 Cap#6 Version 6.0 HiSQV Bases: 904 Plate Name: 2021030
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Applied

D07536B2_BOLn_3_IRES-F_HO01_08_ABI08 Inst Model/Name 3500/3500 In
Biosystems = e — e
y D07536B2_BOLn_3_IRES-F Mar 09,2021 10:26
S/N G:93 A:63 T:55 C:70 —U_.:.ﬁm—. name m : |IRES-F __AmlmeOI*UO_Uﬂlwo.ﬂcw_ﬁOU Mar 09,2021 10:54
KB.bcp . _ Pts 1551 to 13592 Pk1 Loc:1528 Spacing:12.16 Pts/P:
KB1418 Cap8 5- TTGTATGGGATCTGATCTGG -3 Version 6.0 HiSQV Bases: 904 Plate Name: 202103(
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1 10 19 28 37 46 55 73 ! 82 91 100 er =il
—— [RES Hind} M
1150 _
575 S "
0 .\AymV\DWMKAruC O i XY _
CTEECT GCAG CC H@DQ TCGGCCATTG CAARGATGG AT TGCACGCAGGTTCTCCE GCCGBC TTGE GEG TG GAGAGGC TATTC GG TATC 2C TG CGC AL CAGAC \
“:.mw 127 136 145 154 163 172 181 190 199 208 247
LS
1150 \/\&Q \N
) iz?zgs \
B el € e Oi.. ..HOOOODOO TGTTCCEGC TEGTC AGE GCAGGGE GEGC CEGEG TTET T TTT GTCARAG CCGACETGTCC GG TGCLEC TG AATG CTGCAGG ACGAGGCAGCGC GC
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IGTGGECTGGCCACGACGGGCGT TCCT TG ECGCAGC TGTGETC GAC GT'T GTCAC TG GCGGGAAGGGAC TGGCTGCTATTGG GCG GTGCCGGGG CAGGATCTCCTGTC
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\EETTGETCGETGCL GAGAI GTATCCATCAT GGC TG ATGCAATGCGGCGGC TECATAC GC TTGATCC GG TACCTCEC CCATTC GACCAC GCGA TCGCATC G
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GC ACGTACTC GGATGGAAGCCGGTCT TGTCGATCAGGATGATCTGG2C G GAGCATCAGGGGCTC GCGCCAGCCG P GT T CECcAGG ETC GGCGCGCATGC
568 577 586 595 604 613 622 631 640 649 658 667
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Applied

D07536B2_BOLn_3_IRES-F_H01_08_ABI08 Inst Model/Name 3500/3500 In
Biosystems D07536B2_BOLn_3_IRES-F Mar 09,2021 10:26
S/N G:93 A:63 T:55 C:70 KB_3500_POP7_BDTv3.mob Mar 09,2021 10:54
KB.bcp Pts 1551 to 13592 Pk1 Loc:1528 Spacing:12.16 Pts/P:
KB 1.4.1.8 Cap:8 Version 6.0 HiSQV Bases: 904 Plate Name: 202103(
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