P-1 Gene Engineering Division
RIKEN BioResource Research Center

P. RIKEN DNA BANK clone name : CoralHue dimeric Keima570 (pdKeima570-S1)

@ Clone ID g RDB _ 18294
® Lot ; 18294 _ BOH4
@® DNA Concentration ‘ 25 nanogram/microliter
® Volume ' 40 microliter
® Form . DNA solution in TE buffer
@ Host : DH5 alpha
@® Culture s LB medium
@ Antibiotics : 100 microgram/ml Ampicillin
@ Purification : QIAGEN QlAprep Spin Miniprep kit
@ Digestion by restriction enzyme
1 kb Plus DNA Ladder 18294
(NEB#N3200L), o c}:
250 ng/well § % E %
(kb 3w o oW
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Electrophoresis : 100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme Expected size of fragment
EcoRI 1 3.3 kbp
Pstl : 3.3 kbp
EcoRI+Pstl : 2.6, 0.7 kbp

kbp

® Confirmation of the insertion sequence
Please be sure to check our sequence analysis results before your request.

Sequence name | Primer ID Primer name Confirmed feature
Sequence - A Pr0724 laclpro-B_F MCS, insert 5'
Sequence - B Pr0g41 MBL_S1-rev1 MCS, insert 3'

Sequence - C = o _

Sequence - D - =

Sequence - E - - -

Sequence - F - =

Sequence - G - - -

APPROVED BY :

Sequence - H - -

http://dna.brc.riken jp



2 Applied
- Biosystems

SIN G:77 A:54 T:41 C:45
KB.bcp
KB1.4.1.8 Cap:10

= D07039F9_BOH4_1_laclpro-B_F
KB_3500_POP7_BDTv3.mob
Pts 1520 to 13089 Pk1 Loc:1497

Version 6.0 HiSQV Bases: 904

primer name \D - laclpro-B_F

5'- CCGCCTTTGAGTGAGCTGATA -3'

D07039F9_BOH4_1_laclpro-B_F_DO01_10_ABI24

Inst Model/Name 3500/3500 Instrument
Dec 01,2020 03:05PM, JST

Dec 01,2020 03:31PM, JST
Spacing:11.64 Pts/Panel1350

Plate Name: 20201201 kitaku

NNN MNNINMNNN KNMMN NIN NN NN NINNNN MG TG “GCG 2GG 7AGCG G 276G AGCGCCCAATACGCALACCGCCTCTCCCCG CGCGT IG GCCG AT TCAT TAATGCAGCTG GCACG ACH
1 10 19 2 y 37 a6 55 64 73 82 91 100 109 118
I
1
1202 :
(
601 !
1
]
0 i } T DO : (00 AoV A
GGTTTCCCGACTGGAAAGCGGGCAGTGAGC GCAAC GCAATTAAT GTGAGTTAGC TCACTCAT TAG GCACCCCAGGC TTTACACTTTAT GCT TCCGGCTCGTATGTTGTGTGG 7
127 136 145 154 163 172 181 190 199 208 217 226
1202
601 »
0 ! |
TTGTGAGCGGATAACARTTTCACACAGG AAACAGCTATGACCATGAT TAC GAATTCEAGCTCEGGTACCCGGEGATCCCCACORTOGTGAGTGTG AT CGC T CAARTGA GG
235 244 253 262 271 280 89 298 307 6 325 334 343
EcoRE® Sacl waH Smal FpaE \N\WQH N
1202
601 » »
o Ul I VAN
TACAAGGTTTATATGTCAGGCACGGTCAATGGACACTACT T TGAGGTCGAAGGCGATEG AAAAGG GCCTTACGAGGGAGAGCAGACAGT CCTCAC TG TCACCAAGGGTY
352 361 370 379 388 397 406 415 424 433 442 451 1€
601
0 . VT Wiy [ :
5GACCTCTGCCATTTGCTTG GGATATATTAT CACCAC TGATGTGT TACGGAAGCATACCATTCACCAAG TACCC TG AAGACATC CCTG ATTATGT GCAGT CATTOCOETG
0 469 478 487 496 505 514 523 532 541 550 559 568
1202
- | A | My
0 | \ . YWY
GGG ATATACATGGGAGAGGACCATGAACTTTGAAGATGGT GCAGTGTG TACTGTCAGCAATGAT TCCAGCAT CCAAGGCAACTGT TTCATCT .oT it o
577 586 595 604 613 622 631 640 649 658 667 676
. I
1202 d Kein1ab70 -
|
601 |
0 i \ A i _
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Applied DO7039F9_BOH4_1_MBL_S1-revi_B11_02_ABIO8 Inst Model/Name 3500/3500 Instrument

Biosystems i DO7039F9_BOH4_1_MBL_S1-rev1 Dec 23,2020 02:48PM, JST

SING:18 A116 T:119C:14  primer name & :MBL S1-revi KB_3500_POP7_BDTv3.mob Dec 23,2020 03:20PM, JST

KB.bep _ > , Pts 1336 to 14121 Pk1 Loc:1313 Spacing:12.27 Pts/Panel1350

KB14.18 Cap2 5- AAAATACCGCATCAGGCGC -3 Version 6.0 HiSQV Bases: 969 Plate Name: 20201223 kitaku
NNN N N NN NNNINN NNN NN NNN M N NNNNNNNG GNGCGGGCCTCTTCGCN. T 6 Z_mnqm GCG “CEGG GG GI/TGTGCTGCAAGGC GATT GTTGGGT CGCC
il 11 21 31 41 1. 61 7L 81 91 101

1180 _‘
o 1/ 93:...,... oo/ oV

GGGTTTTCCCAG TCACGACGTTGTAARAAC GACGGCCAGTGCCAAGCTTGCATGCC TGCAG|T TAACCG AGCARAGAGTCGCGTGCARAT GG T T LT CACACTGUCTE CAG

H“_.H HNH HwH Hh: “_.\m\n Hm“_. “:_H wwu. HwH NDH 211
ind L ATl -
:wo .Il m\\ﬂ@\,&&,ﬁ 70

590

0o I )\
TEGETGTAATCCCTGT TGTGRC TG GTTACATCCAG TTTGCGGT CAATATAGTG TACCC TEGEAT CCTCACAGGETTC T TTECCT TG T AGTAGATTTGAACTCACACAMRATAGT
221 231 241 251 261 271 281 291 301 311 321 3321

1180
m ce nnﬂooqﬂnn CTTCAGAGCCATAT VT EETPTEE TATCA GEA TT G AT CTCEITECAAA AL | W GCTCAGTECETEGEGT TECECCAGECC TG TG TECTTET TCT GCATA 2

341 351 361 371 381 391 401 411 421 431 441

1180

oo A o e » | : M s A _E Wiy

0 AR :- I\ : I\ : r: » : :—: » /\ ; » : —: » » » — :»
sGTCCATTGGGAGG! GTTCGTACCAG AGATTTTGACATT GTAGATG ACAGTTGCCTTGGATGECTGGE TCATTG CTGACAG TACACKCTS BAR GRT T TE ] [ &40 i L

451 461 471 481 491 501 511 521 531 541 551

1180

% EE:.;;EE,.EL.EE W WA s

.
GETECCTCTECECCATGTAT ATCCCT CAGEG TGACTGCTTTACATINNNCNGGGATGT CT TCAG GG TACT T GGT CGAATG GTATGECTTCLGT CACATCAGTGG
561 571 581 591 501 611 621

1180 £t Jkeima 570
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