Gene Engineering Division
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P. RIKEN DNA BANK

clone name : pET-G9(M)-4a

® Clone ID

® Lot

® DNA Concentration
@ Volume

@® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

- RDB _08420
- 17483 _A9Hs

s 25 nanogram/microliter

40 microliter

3 DNA solution in TE buffer

DH5 alpha
. LB medium

: 100 microgram/mi Ampicillin

*  QIAGEN QIlAprep Spin Miniprep kit

@ Digestion by restriction enzyme

1 kb Plus DNA Ladder
(NEB#N3200L),
250 ng/well
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Erectrophoresis : 100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
Bglll 6.6 kbp
EcoRl : 6.6 kbp
Bglll + EcoRlI ) 5.2,1.4 kbp
; kbp

@ Confirmation of the insertion sequence
Please be sure to check our sequence analysis results before your request.

Sequence name | Primer ID Primer name Confirmed feature
Sequence - A PrQ723 pET-B_F T7pro, lacO, insert5'
Sequence - B Pro732 tetpro-B_R T7 ter, insert3'
Sequence - C Prog47 laclpro_F2 lacl pro, lacl

Sequence - D -

Sequence - E -

Sequence - F -

Sequence - G -

Sequence - H -
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APPROVED BY :

http://dna.brec.riken jp



» Applied
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08420_17483_ASHs_3_pET-B_F

08420_17483_A9Hs_3_pET-B_F_A09_03_ABI24

Inst Model/Name 3500/3500 Instrument
Sep 04,2019 09:56AM, JST

SIN G:30 A:34 T:28 C:39 _ulgm.. name b : Um.TWI_u KB_3500_POP7_BDTv3.mob Sep 04,2019 10:34AM, JST
KB.bcp ’ . Pts 1443 to 13580 Pk1 Loc:1420 Spacing:12.02 Pts/Panel1350
KB1.418 Cap:3 5 TCGGTGATGTCGGCGATATAS Version 6.0 HiSQV Bases: 894 Plate Name: 20190904_dnabank
_ NNNINNNNIMN NN NNNNIN NG NN MNGCCG GCINCN ~TGCG TCCG GCG T -G ~GGMCG G TCTCGAT 2 AAT|TAATACGACTCACTATAG GG AATT GT GAGC GGATAA
1 10 19 28 37 46 55 64 3_ 82 91 100 109
19 |, promoter .
1192 | il o Lac 0
596 ) ~\ . 1
Vi Jé. 4
O .‘lii\b ‘ <. ‘ A __ A ¢ 1 -
ZAAT TECICE TCTAG] ATAAT TT TGTTTAACTT T WG ALGGAG ATAT ITRT GEGCCTTCAGCG G TTECCAGGLCTCCCTACCTGAGTCCAGCTGTCCCCT TTTCTGGGAC TAT
118 12 136 145 154 (d 163 172 181 190 199 208 217 22
¥hat MNd e
1192 > hgalactin g
596 »
0 \ \ —
GGAGGTCTCCAGGACGGACTTCAGATCACTGTCAATGGGACCGTTCTCAGCTCCAGTGG CCAGGTTTGC TGTGAACTTTCAGACTGGCTTLCAGT GG ] TGACATTG
6 235 244 253 262 271 280 289 298 307 316 325 334
1192
%zsg??%%éi?%?%?%;g%g%?%éégégg
0 A >>
CCTTCCACTTCARACCC TCGGTTTG: GATGGAGGGTACGTGGT GTGC CACGAGG CAG?? mnemmmmmnﬂnm GGAGAGGAAG ACACACATGCCTTTCCAG GGGC
343 352 361 370 379 388 397 406 415 424 433 442 451
Apal
1192
- ?Ezés?ess% N nasan s >>>>>>>
0 >>>>>E<<<<S>>>ES> E%/>>\52S>>§27>€>>>>>>>>>>>?<5>? M
TEE CeTETEACETCTEE TTCe TE6T6 CACEGCT CAGATT AGCTGATGE TGAACGGGATECTCTTCGTGCAGTAGT TCCACCE CETECCCTTCCACCG TG TGGACACTC?
460 469 478 487 496 505 514 T 523 532 541 550 559
Gact Pamh
1192
596
0 gg;%?%ﬁé%%%%@é
*CTCCGTCAATGGCTCTG TGCAGCTGTCCTACAT CAGC TTCCAGCCTCCCGGCGTGTGGCCTGCC|NACCEE GCTCCCATTACCCANACNGTCATCCNC BNNGTGE
568 577 586 595 604 613 622 631 640 649 658 67¢
|
1192 vffgo?\b
596 _
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» Applied

m_0m<mﬂm_.:m 08420_17483_A9Hs_3_tetpro-B_R_C03_03_ABIO8 Inst Model/Name 3500/3500 Instrument
08420_17483_A9Hs_3_tetpro-B_R Sep 11,2019 01:51PM, JST

SIN G:22 A:24 T:22 C:24 primer name m - tetpro-B_R KB_3500_POP7_BDTv3.mob Sep 11,2019 02:26PM, JST
XWUOU 5 TATCACGAGGCCCTTTCGTCT 3 _ Pts 1455 to 12217 Pk1 Loc:1432 mvmomjmu._o.wm Pts/Panel1350
KB1.4.1.8 Cap:3 Version 6.0 HiSQV Bases: 763 Plate Name: 20190811_dnabank
N NNN NMNMNKNN NNNMNINNMMN NNMNAN NN NN NRIGC GGT G TTT TC C G TT MIA CGICAG TOAC & CACCS TG TAT G TCTAACAR TG CGC TCATEG TEATCE

1 8 15 22 29 36 43 50 64 71 78 85 92 99 106 113
11286
563
O WI\.VI
TCG CCACCG TCACCRETEG ATCE TG TAGGEATAGG ET TGGTTATGEC GG TACTGCCGGECCTETTEC GEGATATCCGG RATATAGTTCCTCETTTCAGC BCEC T{C
120 129 134 141 148 155 162 169 176 183 190 197 204 BT 218 225
GﬁQWQ. « 9
1126 ‘ TV ferwipalor
563 '
0 ] J
CCCGTTTAGAGGCCCCAAGGGGTTATGCTAGTTATTGC TCAGCGGTGGCAGCAGCC CTCAGC TTCETTTEG GGC TITGI TAGEAGCEG G ATE NG TATET ETEGCACATEGEG
232 239 246 253 260 267 274 281 288 295 302 309 316 323 330 337 3¢
1126 T T h g4 (act

- ol A il

TCAGCTGGATGTCGCCCCCCACTTCCAGTC TGTTGATGGTGGGCAGGTTCCTCAGGCG ATGGT "TCAAACAGGTGCTGACCATCCACGGCCACCTTGAGGCAGTGAGCTT
14 381 358 365 372 379 386 393 400 407 414 421 428 435 442 449 456

1126

o LMl AT bl

cacac GATCCACACTGAGAAGCTCTGGCCACGGACG GGGCATTTTTCGGGGCAGACTTCGC TCCTCAGACCCCCAGGAGTTGTCGATCTGGGTGTTGCGGACCACAGLC ]

463 470 477 484 491 498 505 512 519 526 533 540 547 554 561 568
1126
563 » A
0 A /) j V N\ ] ARSI LARARY
mTE TEATE CGGGGGT TCAGGTGG GGCGATGTGGTTCCCAGAGC n.m.mq_.ﬂm TGTGG CETETGE _Zﬁ CTGGGCAGGACAGTGCCTGACAGGAGGAT i

575 582 589 596 603 610 617 624 631 638 645 652 659 666

1126 &L hgalactng
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> Applied

) w_0m<mwm3m 08420_17483_A9Hs_3_laclpro_F2_C09_09_ABI24 Inst Model/Name 3500/3500 Instrument
08420_17483_A9Hs_3_laclpro_F2 Sep 04,2019 09:56AM, JST
SIN G103 A:94 T:77C:135  primer name C ‘laclpro_F2 KB_3500_POP7_BDTv3.mob . Sep 04,2019 10:34AM, JST
KB.bep u i o Pts 1434 to 13459 Pk1 Loc:1411 Spacing:11.91 Pts/Panel1350
KB1.418 Cap9 5 CGGCGGTGCTCAACGGCCTCS! Version 6.0 HiSQV Bases: 962 Plate Name: 20190904_dnabank
NN NNNNNNN NNN NN NGNNN TCGCATAAG GG AGAGCGTCG AG!TCCCG|GACACCATCG AATGGCGC ACCTTTCGCGGTATGGCATG ATAGCGCCCGG GAGAGTC
ik 10 g | 28 37 46 55 64 73 82 91 100 109
ac T
1216 _ - ~ C promo i
608 . ’
0SSN M0 (0 . /\
TTCLGGGTGGTG TIGT G CCAGT CGTTATACGATGTCGCAGAGTATGCCGGTG TCTCTTATCAGACCGTTTCCCGCGTGGTGAACCAGGCCAGCCACGTTTCTGC
118 127 136 145 154 163 172 181 190 199 208 207 2
1216 5 Qac L
608
0
EFew CGCGGG AL AAGTGGAAGCGGCGATGGCGGAGCTGAATTACATTCCC CCGCGTGGCAC (9 CTGGCGGGC! ACAGTCGT TGCTGATTGGCGTTGCCACCTCCAGT
126 235 244 253 262 271 280 289 298 307 316 325 334
1216
608
0
IETGG.EEE TECACEGE GEC GTCEEE TTGTC GCGGCGATT TCTECGCGCLCGE ATC CTGGGTGCCAGCGTGGTGGTGTCGATGGTAG CGr GCGGCGTCGAAGCCTGTA
343 352 36l 370 379 388 387 406 415 424 433 442 451
1918
608

: _ \ \

LGCGGCG GTGCAC TCTTCTCGC GCAACGCGTCAGTGGGCTGATCATTAACTATCCGCTGGATGACCAGGAT GCCATTGCTGTGGAAGCTGCCTGCACT TGTTCCGGCG

460 469 478 ) 487 495 505 514 523 532 541 550 559
T:Qr.ﬁ .

1216

608

0 il A |

TTATTTCT TG ATGTCTCTGACCAGACACCCATCAACAGTAT TATTTTC TCCCATGAAGACGGTACGCGACTGGGCGTGEAGCATCTE GTC GCAT TGGGETCACCAGCAAATY
568 577 586 595 604 613 622 631 640 649 658 667
1216

O AN e e e A o e W M WA M
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Applied

0 Bi osystems 08420_17483_A9Hs_3_laclpro_F2_C09_09_ABI24 Inst Model/Name 3500/3500 Instrument
08420_17483_A9Hs_3_laclpro_F2 Sep 04,2019 09:56AM, JST
S/IN G:103 A:94 T:77 C:135 KB_3500_POP7_BDTv3.mob Sep 04,2019 10:34AM, JST
KB.bcp Pts 1434 to 13459 Pk1 Loc:1411 Spacing:11.91 Pts/Panel1350
KB1.4.1.8 Cap?9 Version 6.0 HiSQV Bases: 962 Plate Name: 20190904_dnabank
TGCGCTGTTAGCGGGCCCATTAAGTTCTGTCTCGGCGCGTCTGCGTCTGGCTGGCTGGCATARATATCTCACTC GCAATCAARATTCAGCCGATAGCGGAACGGG AAGGC
676 685 694 703 712 721 730 739 748 J57 766 775 7¢
A ﬁaﬁ
1216
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0 . , /\ Ay YY) _ N\ (\ DO
GACTG GAGTGCCATGTCCGGT TTTONACNAACCAT GCNNNTGC TGARTGAGGGCATCGTTCCCACTGCGATGC TGGTTGCCNACGATCAGATGGNGCT _
34 793 802 811 820 829 838 847 856 865 883

—

TGCGCGCCNTTACCGAGNNCGGGLCTGCGCGTTGGTGCGGANATCTC GG NAGNNG GATANGACGATANN NANGNNAGCT TG TN ATATCCCN NN NNTHN <N}

892 901 910 919 928 937 946 955 964 973 wmm\\ 9
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