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RIKEN DNA BANK clone name : pCMFlag hsHIF1A
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@® Clone ID . RDB _06378
® Lot ; 16934 _ A9Bf
@ DNA GConcentration = 25 nanogram/microliter
@ Volume * 40 microliter
® Form - DNA solution in TE buffer
@ Host . DH5 alpha
@ Culture - LB medium
@ Antibiotics : 100 microgram/ml Ampicillin
@ Purification . QIAGEN QIAprep Spin Miniprep kit
@ Digestion by restriction enzyme
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Erectrophoresis : 100  nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
HindII : 8.0 kbp
Bgill : 70, 1.0 kbp
EcoRI : 46,18,1.0,08 kbp
kbp
kbp
@ Confirmation of the insertion sequence
Sequence name Primer name Sequence name Primer name
Sequence — A CMV_Forward Sequence — E -
Sequence - B BGH_rev2 Sequence — F -
Sequence — C SV40pro F Sequence — G ==
Sequence - D = Sequence - H —
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Applied

o a ny

W_0m<m.nm=.-m 06378_16934_A9Bf_1_CMV-Forward_B09_02_ABI08 Inst Model/Name 3500/3500 Instrument
06378_16934_A9Bf_1_CMV-Forward Feb 26,2019 01:53PM, JST
SIN G:9 A13T:12 C:10 primer name A :CMV_Forward _Awlwmool_uo_uqlmc.?méo_o _umc. mm..moS 02:32PM, JST
ey Cap:2 5' GCACCAAAATCAACGGGACTTS' Sadl sty K_ﬂ@wwaxmwﬁﬂ it n_mwﬁmwhwNMOMMWMM%NW
"G TTICEAICCICCEGECCEEET T CG ACGE TG MCIGGTAG CCGTGTACG GTG GG AGGTICTATAT GCAG Oﬂqh-_eﬁq,m GCT CTAG ~G CCCACTG CTTACTE'GET TAT
il 11 21 31 41, 51 61 71 %acL 81 91 101 111
— cMy  prowtteyv
: um. T TACGACTCACTATAG GG AGACCC GCTG T TC, Qﬁm _mmw CTAC GG ACG 4@.[. Olm. T GIGCGGCEG "GGGCGCCGGCGEGGCGCLG CGAC G A |Im<
120 1351 141 153 mﬁoﬂm.mﬂ ﬁ./_g 171 181 191 /NOH nm‘Om:_ 211 221 231
1398 17 _proweey . [ ﬁwbﬂ g ‘(/) HLF (4, NHoel30.
699
=l T A AT
T GTTCTG CGTCG G GTCTC GAGAT GCAGCCAGATCT OQQOO GT TETE GTTTTTTATGAGCTTGCTCATCAG TTGCCACTTCCACAT TGTG?
241 251 26l _ 271 281 291 301 34 321 331 341
1398 Khel w@nm
699
B EE:EE..:.:E:EE;E .:,._..E:,EF:EEEEE: :EEE. =:==§:§: .E
GTTEGCATCTTG AT GGCCTCTGTGATGAGGCTT TCAGCTATTTGC GTGTGAGG: ACTTCTGGATGCTGGTGATT? TATTG TGACATG AGC ACAGATY
351 36l 371 381 391 401 411 421 431 441 451
1398 »
699
K :EE:.:E, ,::EE:_.E:;.;; VA VAV :Ei:.::._::::.:::E,.EE_:?EE::, |
3 TG GTTT G CTTGRBATGGTT TTGT TATEGTTC TCACAGATGATG GTG ACATGATTTACAT TTCTGAT TGTG TGGGATT CTCGAGTTTY
461 471 481 491 501 511 521 531 541 551 561 57
| 1398
699
o VA é.:.:&:.EE::..E: sl .:a.....l,..EEE_. A
3 cT CTGGACACAGTGT GTTTGATTTTAC TCCATGTGACCATGAGG TGAG TGCTTACACACAG TGGCETTGTG GG GT G
T 581 591 601 g 621 631 641 651 661 .y MWMW me
1398 HIFIA, \cxj.|||”|v

éz?g,pﬁéﬁaggfﬁgéﬁéé
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Applied 06378_16934_A9Bf_1_BGH_rev2_C09_03_ABIO8 Inst Model/Name 3500/3500 Instrument

Biosystems
y 06378_16934_A9Bf 1_BGH_rev2 Feb 26,2019 01:53PM, JST
S/IN G:18 A:22 T:26 C:24 primer name B :BGH_rev2 KB_3500_POP7_BDTv3.mob Feb 26,2019 02:32PM, JST
KB.bcp 5' TATTAGGAAA , Pts 1590 to 14119 Pk1 Loc:1590 Spacing:12.61 Pts/Panel1350
KB 1.4.1.8 Cap:3 GGACAGTGGG 3 Version 6.0 HiSQV Bases: 887 Plate Name: 2190226_dnabank2
CIT G C _mmm_mm GG GGC E CLGAT GGCTG GC CTAG GGCACAGIICGAGGCT G ATCAGCGAGCTCTAGOATTTAGGT GACACTATAG ik
1 10 19 | 28 37 46 55 64 i m/mm _ 91 100 104
ac -
914 bGH p A : SP6  prowotev
; N (I A "
GGGCCCTCTA GATGCATGCTCG mnmmnﬂmﬁaﬁ & TT ETTGATCGE GCTCTGAGT TTETTCACCCTGCAGTAGGTTTCTGOT GCETTE TATAGGE AGCATT ST
18 R . 36 G 154 163 170 181 190 199 208 217 !
914 HIF iA, NH.p0/$3C. 3
457 »
0 | LA | | A
@ TC BT CTGGTCAGCTGTGGT? TCCACTTTICATCCAT TGATTECECC CAGCAGTE TAGATGCT SATCAGAGGGTATT TTETCTTTECETECGATT eCRAT TE'T
226 235 244 253 262 271 280 289 298 307 316 325 334
914
0 (AR
GTTCACTAGATTTGC HOOH.H.%% EACGTTTEC GT GATGT TAGCTGCATG Aﬂmqﬂ_mmnﬁmn_og T TGTTCCAAT TCE TACTEETTG : GTG CCAl
343 352 361 370 379 388 397 406 415 424 433 442 45
914
I'CATGTTCCATTI TEGE TTTETC'TGAGC an I'GC GCTAGTATCTTTGGATTTAGTTCTTCLC TCAGG TGT TG TG an GC GACA GAT n\ CGETT
i 460 469 478 487 496 505 514 523 532 541 550 559
914
VAN \ %%%%%%?gi ggéé
0o | \| |\
GOTTOET A6 ATE AGATTITTTCTETCT GTTETAT GAC TEETT T'TECLE TEETETETIT 6GETHAGEEE TE TCLEAET GTATCTCTATATGGTGATGATGTGGC T
568 577 586 595 604 613 622 631 640 649 658
L
914
457 / )
MW Y VWA A
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Applied

Bi osystems 06378_16934_A9Bf_1_BGH_rev2_C09_03_ABIO8

06378_16934_A9Bf_1_BGH_rev2

S/N G:18 A:22 T:26 C:24 KB_3500_POP7_BDTv3.mob

Inst Model/Name 3500/3500 Instrument
Feb 26,2019 01:53PM, JST
Feb 26,2019 02:32PM, JST

KB.bcp Pts 1590 to 14119 Pk1 Loc:1590 Spacing:12.61 Pts/Panel1350
KB14.1.8 Cap:3 Version 6.0 HiSQV Bases: 887 Plate Name: 2190226_dnabank2
7T CTTTAT GTATS TEGETACGEH GAT 36 AGATGEA AT CAN T AT TTT T:GTC TTC CATACG GT CTTTTGTICACTGT TTT TAAT TCAT CAGTE GTEGC A6 TEGT A TEGTG
676 685 694 703 712 721 730 739 748 757 766 775 7%
914
457
CC AT TACG CAGTAGETTETTGTATTT GAG TC TEE 166 TA CIGGTAAC TGTG CTTTIG AGG ACTTT €CG € T T TCAEGEEE TTG € GG & T €EF T TCF
34 793 802 811 820 wwqw\. I 829 838 847 856 865 874 892
|
914 HI A
VA, A E——
457
0 AN AES ol T\ i A A S s VA W 4 70 VT A VAT e e e, Sl 0 o 7 e e oA

8 TCATIC AT CCRFIT TICGGCGE AT A T

G TC GA CG CGT CTG @& GGG G CT C TCULCCE TTE T
901 910 919 928 837 946 955 964 973 982
914
457
0 = VA At Vel Cade — OV s O eV Y 0 WA YaS e VA S AV A e UN S S WNAT S AT : oo
SEETTCE T GT .G TEE T'TCE Qe & TTTTT T CTCEEC TITCC C TTT CG TTTC € 18T G Ce TTA D Ei ] TC G € TA G G C T TTL2E
)09 1018 1027 1036 1045 1054 1063 1072 108 1090 1099 1108
914
457
0 o S SRR P AT AW S A VP S s S AV W e S S Y e W= s it I e e e T R VAN - U V- P -V VW < V0=
Z2CTG G G ETT &T T 66 GICTITC G CGTG G
1127 1126 1135
914
457
O PP W e V. S - SO STN WY o "0 ol AVt | - A P P A W e e T it TR o Y O N N U N G — P SN e o A, N W — OO0, ™, O i
914
457
0 A
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Applied

W_Om<mﬁm3m 06378_16934_A9Bf_1_SV40pro_F_D09_04_ABIO8 Inst Model/Name 3500/3500 Instrument
06378_16934_A9Bf_1_SV40pro_F Feb 26,2019 01:53PM, JST
SIN G:16 A:15 T:15 C:18 primer name . SV40pro_F _KB_3500_POP7_BDTv3.mob Feb 26,2019 02:32PM, JST
KB.bcp ) _I Pts 1459 to 13954 Pk1 Loc:1436 Spacing:12.66 Pts/Panel1350
KB1.418 Cap4 S'TATTTATGCAGAGGCCGAGG3 Version 6.0 HiSQV Bases: 996 Plate Name: 2190226_dnabank2
ﬁ CETICEG CEE T GIGE T FIC G ETAGT GAG G AGEGCT TTTTT GGRAGGCCTAGGETTTTGC GCTCCC GGG AGCTTG GLITATCC TTTTCGGATCTGATC GAG CAGG
1 ik 121 31 41 51 61 73 81 m Wﬂ. 91 101 i [ s
f I &o o /oy Swmal (e
1966 S P
TEC ....]JDO_O : TT G ' GGATTGCACGCAGGTTCTCCGGLCCGC TTGE GTGGAGAGGC TATTE GGCTATG AC'TG GE CAC .. (1] c TCGGCTGE TC
12 wa 141 1.5, 161 171 181 191 201 211 221
1266 Nee R || / kaw R
%?%?é\%%, , \ ,
TGCCGCCGTGTTCCGEETGTCAGEGE QGQDOOOOODO....H_.M.O‘H.“,._.ﬂ._,m._‘ﬂ G Onm nﬁam%ﬁnmo.ﬁmooo.am: TG CTGCA GG ACG ..@Qﬁ GCGCGGCTATCGTGGCTG
231 241 251 261 271 281 291 301 T.w“:. 321 331 3¢
5TL
1266
633
O — .-
GCCAC GACGEGEG TTCC T TGO GCAGC TETEETCEACGTT GTCAC TG GC GGG GGG fCTGGCTGCT! Hﬁmmm OQODDOOO G ATC TECTGTCATC TICAE BT TG L
351 361 371 381 391 401 411 421 431 441 451
1266
| AR i) |
TCCTGCCGAGAI GTATECATC Amﬂm._.m Tz manhDQOHOO TEACGCTTEATCC GGCTACECTGCECGATT CGACCACC GCG CATCGCATCGAGCGAGCACGT
461 471 481 491 501 511 521 531 541 551 561
1266
) é?%gé?sag
o WA ié%gs é%%%ééég%%%%gé?&
CTCGGAT GCCGGTCTTGTCGATCAGGATGATCTGEACG GAGCATCAGGGGC TCGC GCCAGC CG CTEGTTCGC.CAGGCECTC GGCGCGCATGCCCG CGG CG
571 581 591 601 611 621 631 641 651 661 671
1266
| 633
A W P VO WA AW AN
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Applied

Bi Om<mﬁm3m 06378_16934_A9Bf_1_SV40pro_F_D09_04_ABI08 Inst Model/Name 3500/3500 Instrument

06378_16934_A9Bf_1_SV40pro_F Feb 26,2019 01:53PM, JST

SING:16 A:15T:156C:18 KB_3500_POP7_BDTv3.mob Feb 26,2019 02:32PM, JST

KB.bcp Pts 1459 to 13954 Pk1 Loc:1436 Spacing:12.66 Pts/Panel1350

KB 1.4.1.8 Cap:4 Version 6.0 HiSQV Bases: 996 Plate Name: 2190226_dnabank2
TETECGTE GTGACCCATGCCCGATGECTGCTTGCCGAATATCATGGE TG G TGGECECTTTTCTG GATTCAT CGAC TG I GBCEGECTGGEGTEIEEECEG ACEG & TAT

681 691 701 711 721 731 741 79l 761 il

| 781
Ngod

1266
633
0 i Y / LY X X { A

GGACATA GCGTTGGCTACCCGTGAT "GCTG GAGCTTG GCG GCG TEGEGGEGC TGRICCECTTEC TEGTIGGEGCT TTAC GG .._.DOOOOGADDPQ TTEGE

791 801 811 821 831 841 851 861 871 881

1266
633
0 Ol .4 X :

ﬂﬁmﬁ_ﬂﬂ.ﬁq.ﬂé %OOODO&HOH_EG CCAGTTCTTCT GAGCGGG CTCTGEG GG TT CG TGACCG C: C GCG CG CCEE CEETEGC CATCA E GAG ITTTT|

901 911 921 931 941 951 961 971 981 991

1266
633
0 Sl DO O M AN AR Lo DN e T X A0 PS4 VLA PP AV e G Ve Ve VAN SV A Y SRy Ve oL

G TTICIE CL BCC EGE € TG T T GG GGG TIT GGGCC TITCG GGATITICG TTTTTC CGC&G G CCGCCG G CTGG G TS TICGEC TEE & « (CCG (G GGG G(

1001 1011 1021 1031 1041 1051 061 1071 1081 1091 1101

1266
633
0 TS T AR s S O n et Ve s A Yy N T e Al 0= OO A TS E vib.l)r.ll..ﬁn:wa‘ul»l-\rf)}lﬂ AR A SR e - Al

3 TE TE T G C TGGG G TTeee TITE & €8 @ (& CETT CC TT GG U L TG G C i€ QT T T db TG GC T T C

1111 1121 1131 1141 1151 1161 1171

1266
633
0 e e Y o eV e A= O =Y A S O AP e PO~ V- GO S e o S i ST A S L SN 0 1V VO Y VS e YA SRS W = WV A
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