P Gene Engineering Division
RIKEN BioResource Research Center

P. RIKEN DNA BANK

clone name : pCAcc—Luct+
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@ Clone ID - RDB 02443

@ Lot = 16055 _ A8Hu

@ DNA Concentration g 25 nanogram/microliter

@ Volume : 40 microliter

@® Form 5 DNA solution in TE buffer

@ Host - DH5 alpha

@ Culture . LB medium

@ Antibiotics - 100 microgram/ml Ampicillin

@ Purification " QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder 02443
(NEB#N3200L),
250 ng/well 2 K T
o o @ E
(ko) S 8 % o

10.0
8.0

40
3.0

1.5
12
1.0

0.5

T (LIRIIE

—
—_—
——
e
—
L]
s
Ll
o
=
—
-

Erectrophoresis : 100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme Expected size of fragment

EcoRI : 6.5 kbp
Xbal : 47,18 kbp
BamHI 3 6.1, 0.3 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence name

Primer name

Sequence — A

pCAG-F

Sequence — E

Sequence — B

pCA-bgter

Sequence - F

Sequence — C

Sequence — G

Sequence — D

Sequence — H

APPROVED BY :

http://dna.brec.riken,jp
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SIN G:8 A:9 T:10 C:11 primer name A : pCAG-F KB_3500_POP7_BDTv3.mob Sep 14,2018 05:08PM, JST
@ 1415 Cap:to - TTCTCCATCTCCAGCCTCGE 3 Uoionc ' pisay Bases: 05 Plto Namg: 30180014, nabank
GC(GGIGG GGGLICEETTC CTT LG GEGELEG~FIE GBG CAGGE CG CIGG TTCG GCTICTGGE G 1I6 16 FCCGG CEGC ICIAG AGCCTC TGCTAACCATE T TCATG CCTIC TTCTTT
L 1 8 15 22 9 I 36 43 50 57 64 el XT&.M 85 92 99 106 113
o D PO Wyl v :.m.z.::.:r:f.i:,:.. il 3:,;%:;.:5 |
H»Mo 127 134 141 148 155 162 169 MPGH—...MW #Uwuj...wmu _\Sﬂﬁmo 197 .No.& , NW& 218 225
1246
= a0t bl il
o 232 thnuuw” m,bm 253 260 267 274 281 288 295 302 3G9 316 323 wwoq 337
1246 Lincterase
L W A
. 344 351 358 365 372 379 386 393 400 407 414 421 428 435 442 449
EE,.E;.E::E=E:E:é:...:.,EEE:EF?.:FEE:,E,._.EEE.EE::
1246 h h h - B b - h - h h h h - - |
5 oo AR o gt
o 568 575 582 589 596 603 610 617 624 631 638 645 Mﬁ“*\:\.mﬁwmw 666 673)
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» Applied

) Bi osystems 02443_16055_A8Hu_3_pCA-bgter_F01_16_ABI24 Inst Model/Name 3500/3500 Instrument

02443_16055_A8Hu_3_pCA-bgter

Sep 14,2018 04:40PM, JST

SIN G:100 A:165 T:157 C:205  primer name @ pCA-bgter KB_3500_POP7_BDTv3.mob Sep 14,2018 05:08PM, JST
KB.bcp Pts 1461 to 12422 Pk1 Loc:1438 Spacing:11.14 Pts/Panel1350
. 5'- ATTAGCCAGAAGTCAGATGCTC -3' : : . :
KB 1.4.1.8 Cap:16 Version 6.0 HiSQV Bases: 964 Plate Name: 20180914_dnabank
GLCEGEG AG CCca T.ATTTTT G GCAG AG GG GITGCGCCGC TLTAG AAT TACACE G CG ATCT TTCCGEEC TTET TG GCET TTATGAG GATETCTCTGATTTTTICTTG
i 10 1 19 28 37 46 Xbal 55 64 73 82 91 100 109
= 2\ a
1072 Liciferase
536
0 AAAS A
EETCEAGT TTTC 66 GTAAGACET TRCEGTAC TTC & TCEAL CACARCTCCTCCGC GCAACTTTTTCGCGGT TGTTACT TGACTGGCEACGTAATCCACGATCTC TTT TTCY
118 127 136 145 154 163 172 181 190 199 208 219 p
| LOT2
536
0 | . ‘ ‘ s
SGTCATCGTCTTTCC GTG CTCCARAACAACAACGGCGGCE GG AAGTTCACCGGCGTCATCGTCGGGAAGACCTGCGACACC TGCEGTCGAAGATGTTGGGGTGTTGGAGCAAGAT
126 235 244 253 262 271 280 289 298 307 316 325 334
1072
536
: ) |
GGATTCCAATTCAGCGGGAGCCACCTG ATAGCCTTTGTACTTAATCA GAGACTTCAGGCG GTCAACGATG ARGAAGTGTTCGTCTTCGTCCCAG TARGCTATGTCTCCAGAATGT
343 352 361 370 379 388 397 406 415 424 433 442 451
1072
536
0 ,, A ;
GCCATCCATCCTTGTCAATCAAGGCGT TEGTCGCTTCCGGATTGT TTACATAACCGGACATAATCATAGGACCTCTCACACACAGT TCGCCTCTTTGATTARC GCCCAGCG
460 469 478 487 496 505 514 523 532 541 550 559
Ti0F2
0 >>>
TTCCCGG TATCCAGATCCACAACCTT CGC TTCAHAS PTTACCGACCGCEECCEET TTAT CATCCCECTCEEETET TAGC TGATGT AGY
568 577 586 595 604 613 622 631 640 649 658 667
1072
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> Biosystems 02443_16055_A8Hu_3_pCA-bgter_FO1_16_ABI24 Inst Model/Name 3500/3500 Instrument
02443_16055_A8Hu_3_pCA-bgter Sep 14,2018 04:40PM, JST
S/N G:100 A:165 T:157 C:205 KB_3500_POP7_BDTv3.mob Sep 14,2018 05:08PM, JST
KB.bcp Pts 1461 to 12422 Pk1 Loc:1438 Spacing:11.14 Pts/Panel1350
KB1.4.1.8 Cap:16 Version 6.0 HiSQV Bases: 964 Plate Name: 20180914 _dnabank
[ CTCAGTGAGCCCATATCCT TGCCTGATACCTG GCAGATGG CCTETTGGC CCGECTTCECCGAGCTTCCTTAG GAGGGGAGCGCCACCAG G C TTTE4
676 685 694 703 712 721 730 739 748 757 766 775
1072
536 »
0 DN e M A M AN B00C Y0000
TGTARATTAGAT TCETATETE ECARATEAEAG TG G T ITTE GC G AMG §:G AG TAGGETTCECACCASCABEGLAC T I'E T TrET T
784 793 802 811 820 829 838 847 856 865 8
1072
536
0 S8 S0 B e 000800, Lol 0e L Y000300 A N0l aonsamooncol X »ol.»?.»‘%'
TG GG CTE ETCAG CAGETETIGT TS TCTATAGCAT TAAGACGAC TCG lTogacATATE TATEC EGAG TG TAG
74 883 892 901 910 919 928! 937 946 955
1072 r?n".T._aﬂmm
536
0 T S - > =
= TT BE ! gec 6 TG TGG AAT G G A C & c T TCG C G T T CCC GGG s TG TPT T B TT & € &
| 964 973 982 991 1000 1009 1018 1027 036
1072
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