Gene Engineering Division
RIKEN BioResource Research Center

F. RIKEN DNA BANK  clone name : mIGEH (Mouse IgE H chain)
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@® Clone ID . RDB _ 15983

@ Lot 2 15983 _ A8Fi

@ DNA Concentration . 25 nanogram/microliter

@ Volume . 40 microliter

@® Form . DNA solution in TE buffer

@ Host i NEB stable

@ Culture : LB medium

@ Antibiotics J 100 microgram/ml Ampicillin

@ Purification . QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder 15983 &
(NEB#N3200L), i
250 ng/well = % = é

e £ 38 E

5 £ 40 T

Erectrophoresis : 100  nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
Hindlll ; 4.6 kbp
EcoRI : 3.0, 1.6 kbp
HindlIlI+EcoRI : 3.0,1.0,06 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name Sequence name Primer name
Sequence — A ColEloriF Sequence — E -
Sequence — B M13_—-40 Sequence — F -
Sequence - C = Sequence — G -
Sequence - D = Sequence — H =
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Applied

 BibSystems D05595A1-1_A8Fi_ColE1ori_F_CO01_07_ABI24 Inst Model/Name 3500/3500 Instrument
D05595A1-1_ABFi_ColE1ori_F Jul 04,2018 02:18PM, JST
SIN G:97 A:130 T:140 C:186 primername A : ColEfori F KB_3500_POP7_BDTv3.mob Jul 04,2018 02:45PM, JST
KB.bcp _ Pts 1134 to 10630 Pk1 Loc:1111 Spacing:9.63 Pts/Panel1350
KB 1.4.1.8 Cap7 5- AGCTTCCAGGGGGAAACGCCTG -3 Version 6.0 HiSQV Bases: 976 Plate Name: 20180704_kitaku2
G(T GG T~ G C GG Tﬁﬂmnﬁ CC TC1IG /CITG /IGCGTICG ATTTTTG TG ATGC TCG TCAGGG GGGCGGAGCC TATG G CGECAG C CECEEECTT TTITACEHES TTE
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; AR oMo AW I
TG GEETTTTGC TEGGCETTTI TGETEAEATG TTCTTTEE TG CEGEG'TT Hﬂﬂﬂmﬂ‘m TTE TG TG G AT ODD,H..I.HA CCGCCTTTGAGTGAGC TG ATACCGCTCGCCGCAGLCCG
0% 118 127 136 145 154 163 172 181 190 199 208 217
1370
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. .. | |l \ [ | Wl
CGACCG AGCGCAGCG AGTCAGTG AGCG ~GG GCGG GALGC GCCC TACGC CCGCECTC TCECCCGCGEGTTG GCCGATTCATT TGCAGCTGGCACGACAGGTTTCCC
226 235 244 253 262 271 280 289 298 307 316 325 4
1370
685 »
G ACTGG GCEGGEGGEAGTGAGCGCAACGC T TGTGAGTTAGC TCACTCATTAGGCACCCCAGGC|TTTACAC TTTATGC TTCCGGC TCGTATGTTG|ITGTGG TTGT G AGC
34 343 352 361 370 37% 388 397 406 415 424 433 442
1370 lac  promoter
685
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GG AT Cr TT TCACACAGG CAGCTATGACCATGATTACGCC GCTATTTAGGTG ACACTATAG TA CTC? GCTATGCATCC CGCGTTGGGAGCTCTCCCATATI
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SGTCGACCTGCAGGCGGCCGCG ITCACTAG TGATTIGAGGTCCAGC TCGCAGCAGTCTGGGGCTGAGC TG GEGTGAGGCCTGGGE TCC TCAG TG GATGTCCTGC G AGT
T 568 577 l. 586 = 595 604 613 622 631 640 649 658 667
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> Applied

W_Om<m.nm3m D05595A1-1_A8Fi_ColE1ori_F_C01_07_ABI24 Inst Model/Name 3500/3500 Instrument
D05595A1-1_A8Fi_ColE1ori_F Jul 04,2018 02:18PM, JST
S/N G:97 A:130 T:140 C:186 KB_3500_POP7_BDTv3.mob Jul 04,2018 02:45PM, JST
KB.bcp Pts 1134 to 10630 Pk1 Loc:1111 Spacing:9.63 Pts/Panel1350
KB 1.4.1.8 Cap7 Version 6.0 HiSQV Bases: 976 Plate Name: 20180704 _kitaku2
T.C.T GGATATHNCAT TEACAAGCTACGGETAT CTGGGTGARGCAGAGGCC TG GACAGGGCCTGG ARTGGATTGGATATAT TTATATTGGATATGGTTATATTEA(
676 685 694 703 712 721 730 739 748 757 766
1370
- %ﬁgg{% 5?
GGG CAAG BCICAL ACTG ACT 'CAGACL TCCTCCAGG ACAGCCT TG € GCC TG TCTGAGGACTETG CA
775 784 793 802 811 820 829 838 847 856 865
1370
685
D -
el j;nemqmo GATGGGGC TT TCTTIGCTATGGARTAC TEGEEE TC GG CecTCABGTCACEE TETEE T C e
874 ' 883 892 901 910 919 928 937 955 96
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G focdc TC A GE o€ 0A Cdgee T 76 B-Ccctc TG T 66 € Ag TG C T TECA T
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» Applied D05595A1-1_ABFi_M13_-40_B01_02_ABI08 Inst Model/Name 3500/3500 Instrument

» Biosystems D05595A1-1_A8Fi_M13_-40 Jul 05,2018 02:19PM, JST
S/N G:69 A:79 T:87 C:96 primer name B :M13_-40 KB_3500_POP7_BDTv3.mob Jul 05,2018 02:45PM, JST
KB.bcp _ Pts 1345 to 13349 Pk1 Loc:1322 Spacing:11.89 Pts/Panel1350
KB1.4.1.8 Cap:2 5- GTTTTCCCAGTCACGACGTTGTA -3 Version 6.0 HiSQV Bases: 1029 Plate Name: 20180705_kitaku2
GG CZAGIT |AATTG TiATAC GACTC(AC TATAGGGCGAATTGGGCCCGACGTCGCATGC TCCCGGCCGCCATGG CGGCCGCGGG AATTCOATT|CTAGGAGGGACGGAGG GAGGT
10 19 28 37 46 55 64 73 82 91 tep 100 109
| _ \#\EH Neol MotL “EwRL — |XF e, 14w
1098 ! <
" 0l | U
0 Do A0 \ N WUV
GITACCAAGG CTCGTGGATAT TG TTTTCTCCAGT TTCCT GGG TTTCTGAAGTGCCTCATG GATCAC TTGGLAGGTE ARC TG TT TTCTCTGTGTCCAGAGTGTCTTGGE GACT
118 127 136 145 154 163 172 181 190 199 208 217 22

mouse H chain
1098
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'CTAGGCGACTG GLTG GEETTGAT TG GAGLCATTGGAT TTCAGEGE GTGTTETE GTACTETEATEGGCTGT T TGAGATCAGTT TGCCATCCTCCAGCCACTGCACAG O
3] 235 244 253 262 271 280 289 298 307 316 325 334
1098
549 »
o NIV .
TATCCTCAGGG G’ GTTCT GG ATC GC DD}D m%m_manw.ngnn TC GC'TETECT TCTGGTGGTGG G CACATATACCTCGGGGGCTGAGCGC TGGCCTGGGGT
343 352 361 370 379 388 397 406 415 424 433 442 451

EwRV"

" _ _ ol

O:}OOQQ TGG CGC AL TGGGCTTGG G TCAGGGTGGTCCACTATGCACTGATAGCCGTAGCCTTC _ﬁn GTCCTTGGC CTACAGGCAGGATGGAGGTG
460 469 478 487 496 505 514 523 532 541 550 559

1098
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0 v (W

IPGETTETGEC GTTAT GEGTEGETEE T'T I GTACCAC TG GG AT GC TGAGACTGGAGTCTL TCTTCTCTTG GTTCCACG TCACATTGE ACATTCTTETCGETTTCCAGGTECALE

568 B 586 595 604 613 622 631 640 649 658 667 67
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D05595A1-1_ABFi_M13_-40_B01_02_ABI08 Inst Model/Name 3500/3500 Instrument

D05595A1-1_A8BFi_M13_-40 Jul 05,2018 02:19PM, JST
S/N G:69 A:79 T:87 C:96 KB_3500_POP7_BDTv3.mob Jul 05,2018 02:45PM, JST
KB.bcp Pts 1345 to 13349 Pk1 Loc:1322 Spacing:11.89 Pts/Panel1350
KB1.4.1.8 Cap:2 Version 6.0 HiSQV Bases: 1029 Plate Name: 20180705_kitaku2
CCAGACAGCGTAAGCTIGGGAGCACCGTT TTGATACAGG TCCAGGGG GCTGGGTGGGEATCAGGTAGGTAATCACACCECCGTGGCTCATGAT CT GGG CATCTE CGAGTG TY

6 685 .| 694 703 712 721 730 739 748 757 766 . 775 784
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GGCC TAGTCTACGCCTTEGGAGGTGACC T TGCRAGGTG GGTGC TTTCAG ACATCCATTGC TGC TCAGTGATGET TGAGTTTACTGCAGGTAGA GGCTAGTTTGC
793 802 811 820 829 838 847 856 865 874 883 892
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ETTEETEC IT GAT'T ACAGTTTGTGC GTGTATCAGTTATC TCCC GATCGTCCATTAGLCCAGCTGG : T TT TGTG GCCAT
901 810 919 928 937 946 205 mmb 973 982 991

GCAGTAC GC TGG TGG TGG GT G G GIC TT GG mhﬁ TC G C GG TG T GG G T Ge T &' G TG GG C TC O TG TG TT G GG T!
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