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P. RIKEN DNA BANK clone name : pCMFlag hsFLI1
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@ Clone ID i RDB _06375
@ Lot . 15915 _ A8Dg

@ DNA Concentration 25 nanogram/microliter

@ Volume * 40 microliter

@® Form = DNA solution in TE buffer

@ Host - DH5 alpha

@ Culture . LB medium

@ Antibiotics 5 100 microgram/ml Ampicillin

@ Purification . QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme
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Erectrophoresis : 100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
Belll : 6.9 kbp
Xhol : 45, 21,03 kbp
EcoRI : 46,15, 0.7 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name Sequence name Primer name
Sequence - A CMV-Forward Sequence - E -
Sequence — B FLI1_F2 Sequence - F -
Sequence — C SV40pro_F Sequence — G -
Sequence - D = Sequence — H =

APPROVED BY :

http://dna.brc.riken.jp/index.html



Applied

) Blbsystems 06375_15915_A8Dg_1_CMV-Forward_A01_01_ABIO8 Inst Model/Name 3500/3500 Instrument
06375_15915_A8Dg_1_CMV-Forward Apr 20,2018 10:56AM, JST
SIN G:94 A:139 T:117 C:180 primername 4 : CMV-Forward KB_3500_POP7_BDTv3.mob Apr 20,2018 11:22AM, JST
KB.bcp 5" GCACC Pts 1344 to 12777 Pk1 Loc:1321 Spacing:11.42 Pts/Panel1350
KB1.4.18 Cap:1 - AAAATCAACGGGACTT -3' Version 6.0 HiSQV Bases: 1004 Plate Name: 20180420_dnabank
o 4 L i C TCCG CCCCATTG ACG TGGGCGGTAGGCGTGTACGGTGGGAGGTCTATAT GCAGAGCTICTCTGGCT CTAGAG CECCAC T'GCTTACTG GETTATC|
1 10 19 |28 37 46 55 64 m. T3 82 100 109
...N.
1182 _ CMT  prowe ter
5 ¥ ol » o
o szsaoac ot Mg o b .::.E:: WY ..EF AV VY VWU
3 TIT TACGACTCACTATAGG|GAGACCC GCTGAATTCACCRA TGS ACTAC .mm CGATG T GIGCGGCCGACGG|G TATTAAGGAGGCTCTGTCGGTGGTGA(
118 127 136 145 154 163 172 181 190 208 A
) Eio RT e wc.,.w ~
T9  prowotev - Py N 5 hSFLL) NHM.owo /7.4
1122 " S
= ]
0
SCGACGACCAGTCCCTCTT HO OA_O ﬂﬁm_._ CGGAGCGGCAGCCCATCTCCCCAAGGCCGACATGACTGCCTCGGGGAGTCCTGACTACGGGCAGCCCCAC GAT CEE g6
226 235 244 253 262 271 280 289 298 307 316 325 334
1122
561 » »
0 \
TCCCACCACAGCAGGAGTGGATCAAT CAGCCAGTG AGGGTCARACGTC GCGGGAGTATGACCACATGAATGGATCCAGGGAGTCTCCGGTGG ACTGCAGCGTTAGCARATGCA
343 352 6T 370 379 388 397 406 _Wg_.—ﬁHm 424 433 . 442
P51l
1122
\ Wl AT \
GCTGGTGGGCGGAGGCGAGTCCAACCCCATGAACTAC! CAGCTATATGGACG AG AAG TGGC CCECETECTCCCAACATGACCACC CG AG AGGAG DHOJ..,M)W.M,
451 460 469 478 487 496 505 514 523 532 541 550 559
1192
il I e e ol :EEEE W oo »: !
o AN VU NN A A VRV U Y AAAAN A U YA Y WYV VA AP ) U VA
CCCCGCAGACCCCACAC TGTGGACACAGGAGCATGTGAGGCAATGGCTGGAGTGGGCCAT GGAGTACAGCT TGGAGATCGACACATCCTTTTTCCAGAACATGG!
568 577 586 585 604 613 622 631 640 649 658 667

T

P_Ema on: Fri Apr 20,2018 01:18PM, JST Electropherogram Data Page 1 of 2




_Applied 06375_15915_A8Dg_1_CMV-Forward_A01_01_ABI08 Inst Model/Name 3500/3500 Instrument

" Biosystems
. y 06375_15915_A8Dg_1_CMV-Forward Apr 20,2018 10:56AM, JST
S/N G:94 A:139 T:117 C:180 KB_3500_POP7_BDTv3.mob Apr 20,2018 11:22AM, JST
KB.bcp Pts 1344 to 12777 Pk1 Loc:1321 Spacing:11.42 Pts/Panel1350
KB 1.4.1.8 Cap1 Version 6.0 HiSQV Bases: 1004 Plate Name: 20180420_dnabank
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. Applied

06375_15915_A8Dg_1_hsFLI1_F2_A02_02_ABI24 Inst Model/Name 3500/3500 Instrument

| # Biosystems 06375_15915_A8Dg_1_hsFLI1_F2 Apr 26,2018 02:56PM, JST
SIN G101 A121T124 G242 primer name B : hsFLI_F2 KB_3500_POP7_BDTv3.mob Apr 26,2018 03:37PM, JST
KB.bcp . Pts 1351 to 13042 Pk1 Loc:1328 Spacing:11.47 Pts/Panel1350
KB1418 Cap2 5'-AGGGGCACAAACGATCAGTA-3"  yersion6.0 HISQV Bases: 1003 Plate Name: 20180426_dnabank

CGCG(G C CCC CCAG ATCC GTATCAGATCCT G GGCCCG ACCAGCAGTCGCCTAGCC CCCTE G GCGGGCAGATCCAGCTGTGGC TTCCTCOTGEE 2AGCTGLCTCTO

1 ",/ :$ 19 28 37 _ 46 55 64 73 82 91 100 109
1 e Y
1134 s KSFL T Apad ié\xi&
y g ?%g,\%i/%
0
— ” S—
CGACAGCGCCARCGCCAGCTGTATCACCTGGG AGGGGACCAACGG GG AGTTCARAATGACGGACCCCGATGAGGTGGCCA GG CGC TG GG GCGAGE GG GC/CCAA
118 127 136 145 154 163 172 181 190 199 208 217
1134
567
0
SATG TTACGACAAGC TGAGCC GGGCCCTCCGTTATTACTATGATA? CATTATG ACC AGTGCACGGC ! \GATAT GCTTAC TTTGACTTCCACGGCATTGCCCA(
226 235 244 A P}NS 262 271 280 289 298 307 316 325 334
1134
567 »
O E —
5GCTCTGCAGCCACATCCGACCGAGTCGTCCATGTAC GTACECTTCTGACATCTCCTACATGCECT TCCTACCATGCCCACCAGE A G GGTG CTETET CECTCECCATE 8
343 352 361 370 379 388 397 406 415 424 433 442 451

PstT
- a%,%%;g. , , ol U VAR |

TECTCCATG EBE TETEAE PTTECETCCASCTT CTITTGERGCEGCATCAC T O._,ﬂQ CCTCCCCCACGGGEGGG TOTACCCC] ccee CGTCCCCCGCCATCET CACCH

460 469 478 487 496 505 514 523 532 541 550 559

1134
| | AWMV WY
" \ \ |

CACGEGTGCOCTTCACAC T TAGGCAGC TACTAC GGCCGC TCGAGECATGE C TAGAGGGCCCT T TAGBTGETCADLET NG TAGAGCTEGOTEATCAGELE TEGALE T

568 577 586 X J N 604 613 XT» H 622 631 \n 240 649 m, immm 667
¢ Apal y nno aclk

1134 / ‘ ! 7]

ml

_u::ﬁma on: Thu Apr 26,2018 05:29PM, JST Electropherogram Data Page 1 of 2




Applied

) Bi osystems 06375_15915_A8Dg_1_hsFLI1_F2_A02_02_ABI24 Inst Model/Name 3500/3500 Instrument
) 06375_15915_A8Dg_1_hsFLI1_F2 Apr 26,2018 02:56PM, JST
S/N G:101 A:121 T:124 C:242 KB_3500_POP7_BDTv3.mob Apr 26,2018 03:37PM, JST
KB.bcp Pts 1351 to 13042 Pk1 Loc:1328 Spacing:11.47 Pts/Panel1350
KB1.418 Cap2 Version 6.0 HiSQV Bases: 1003 Plate Name: 20180426_dnabank
GTGCCT TC TAGTTGCCAGE CATCTGTTEGT TTGLCCCTCBCCCGTGECT TCCTTGACCC TG GABGGTGECAC TC CCAC TG TCCTTTCC TAAT TCAGG TTGCATC
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Applied 06375_15915_A8Dg_1_SV40pro_F_B01_02_ABI0S Inst Model/Name 3500/3500 Instrument

Bio ms
L & 06375_15915_A8Dg_1_SV40pro_F Apr 27,2018 09:28AM, JST
SIN G:17 A:18 T:19 C:26 primer name ( SV40pro_F KB_3500_POP7_BDTv3.mob Apr 27,2018 10:09AM, JST
KB.bcp i i Pts 1260 to 13140 Pk1 Loc:1237 Spacing:11.83 Pts/Panel1350
KB 1418 Cap:2 5-TATTTATGCAGAGGCCGAGG-3 Version 6.0 HiSQV Bases: 998 Plate Name: 20180427_dnabank
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Applied

) Biosystems 06375_15915_A8Dg_1_SV40pro_F_B01_02_ABI08 Inst Model/Name 3500/3500 Instrument
_ 06375_15915_A8Dg_1_SV40pro_F Apr 27,2018 09:28AM, JST
SING:17 A:18 T:19 C.26 KB_3500_POP7_BDTv3.mob Apr 27,2018 10:09AM, JST
KB.bcp Pts 1260 to 13140 Pk1 Loc:1237 Spacing:11.83 Pts/Panel1350
KB14.18 Cap2 Version 6.0 HiSQV Bases: 998 Plate Name: 20180427_dnabank
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