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clone name : pCAhIL12p40

@ Clone ID

@ Lot

@ DNA Concentration
@ Volume

@® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

@ Digestion by restriction
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RDB _ 03959

15737 _ ABAh

2 25 nanogram/microliter

. 40 microliter

. DNA solution in TE buffer

: DHS alpha
: LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit
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Erectrophoresis : 100  nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
Belll 58 kbp
BamHI 54,03 kbp
Ncol 32 26 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name Sequence name Primer name
Sequence — A pCAG-F V2 Sequence — E -
Sequence - B pCA-bgter Sequence — F -

Sequence — G =

Sequence — G -

Sequence — D =

Sequence — H =

APPROVED BY :

0)

http://dna.brc.riken jp/index.html



Applied 03959 15737 A8Ah_pCAG-F_V2_E01_05_ABIO8 Inst Model/Name 3500/3500 Instrument

Biosystems
y 03959_15737_A8Ah_pCAG-F_V2 Jan 22,2018 10:22AM, JST
S/N G:37 A:35 T:42 C:54 primer name .P : pCAG-F_Vv2 KB_3500_POP7_BDTv3.mob Jan 22,2018 11:04AM, JST
KB.bcp 5. ATGGTAATCGTG . Pts 1446 to 13873 Pk1 Loc:1423 Spacing:12.35 Pts/Panel1350
KB1.4.18 Capb CGAGAGGG -3 Version 6.0 HiSQV Bases: 1010 Plate Name: 20180122_dnabank
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Applied

Biosystems 03959 _15737_AB8Ah_pCAG-F_V2_E01_05_ABI08 Inst Model/Name 3500/3500 Instrument
03959_15737_AB8Ah_pCAG-F_V2 Jan 22,2018 10:22AM, JST
SIN G:37 A:35 T:42 C:54 KB_3500_POP7_BDTv3.mob Jan 22,2018 11:04AM, JST
KB.bcp Pts 1446 to 13873 Pk1 Loc:1423 Spacing:12.35 Pts/Panel1350
KB 1.4.1.8 Capsb Version 6.0 HiSQV Bases: 1010 Plate Name: 20180122_dnabank
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Applied
Bl

systems 03959 _15737_A8Ah_pCA-bgter_FO1_06_ABI08 Inst Model/Name 3500/3500 Instrument
03959 _15737_A8Ah_pCA-bgter Jan 22,2018 10:22AM, JST
S/N G:42 A:40 T:49 C:62 primer name @ : pCA-bgter KB_3500_POP7_BDTv3.mob Jan 22,2018 11:04AM, JST
KB.bcp 5. . Pts 1440 to 14037 Pk1 Loc:1417 Spacing:12.27 Pts/Panel1350
KB14.18 Capb P ATTAGRCABAAGTCRGATOCTE 4 Version 6.0 HiSQV Bases: 1045 Plate Name: 20180122_dnabank
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CTCCITTGT IGTCECCCTCTGACTETE TCTGCAGAGAGTEGTAGLCABCTCCGCAC GTCRCCCCTTEGGEGGGEGTCAG GAGCC TCTGCT GCTTTTGACACTG TEeTC TCAGTAC
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1104 Vot

= oo oot oo

_u::ﬁmn_ on: Mon Jan 22,2018 01:27PM, JST
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Applied 03959_15737_A8Ah_pCA-bgter_F01_06_ABIO8 Inst Model/Name 3500/3500 Instrument

Biosystems
y 03959 _15737_A8Ah_pCA-bgter Jan 22,2018 10:22AM, JST
SIN G:42 A:40 T:49 C:62 KB_3500_POP7_BDTv3.mob Jan 22,2018 11:04AM, JST
KB.bcp Pts 1440 to 14037 Pk1 Loc:1417 Spacing:12.27 Pts/Panel1350
KB 1.4.1.8 Cap:6 Version 8.0 HiSQV Bases: 1045 Plate Name: 20180122_dnabank
TEAT TGTCGTCAGE CAECAEEAE BTG £ GTC CAGAATAATTCT TG GE CTEGCAT CT TAG CETETTATTTTTEGET T TTTET G CTCSTTT TAT CAGTCIGALE
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