Gene Engineering Division
RIKEN BioResource Center

P. RIKEN DNA BANK clone name : pHTHI1

RIKZH
BRC
@® Clone ID i RDB _ 01269
@® Lot . 15497 _ A7TK9
@ DNA Concentration e 25 nanogram/microliter
@ Volume x 40 microliter
@ Form . DNA solution in TE buffer
@ Host - DH5 alpha
@ Culture : LB medium
@ Antibiotics S 100 microgram/ml Ampicillin
@ Purification . QIAGEN QIlAprep Spin Miniprep kit
@ Digestion by restriction enzyme
2-Log DNA Ladder 01269
(NEB#N3200L),
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e/ -
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Erectrophoresis : 100  nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
HindIll : 49 kbp
Xbal : 33,16 kbp
kbp
kbp
kbp
@ Confirmation of the insertion sequence
Sequence name Primer name Sequence name Primer name
Sequence — A Reverse2 Sequence — E -
Sequence — B RDB01269#1 Sequence — F -
Sequence — C RDB01269#2 Sequence - G -
Sequence — D M13_-40 Sequence = H -

APPROVED BY :

http://dna.brc.rikenjp/index.htmi



» Applied

01269_15479_ATK9_Reverse2_A02_01_ABIO8 Inst Model/Name 3500/3500 Instrument
u w_0m<m.nm3m 01269_15479_A7K9_Reverse2 Nov 21,2017 06:09PM, JST
S/N G:124 A:100 T:94 C:191 primer name } . Reverse2 KB_3500_POP7_BDTv3.mob Nov 21,2017 06:35PM, JST
KB.bcp ’ o Pts 1370 to 13070 Pk1 Loc:1347 Spacing:11.66 Pts/Panel1350
KB1.4.1.8 Cap:1 A= GLEEATAACAATTTEACBORGE -3 Version 6.0 HiSQV Bases: 1000 Plate Name: 20171121_dnabank
G1T 16 TTICIC.E ARG C'T A ATTAAC OC TCAC T GGGALALC GCTGGTACCGGGCCCCCCL TCG AGGTCGACG GTAT CGATAAGCTTGATATE GAAT TCCC
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CTGAG CARTQC CCACCCOCE ACGCCACEACGCCACAGG CCARGGGCTTCCGUAGGEE CGTETCTGAGE TG GACGCCAAG CAGGCAGAGE CCATCATGTCECCGCEGTTEATT
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GGGCGCAGGCAGAGCC TCATCGAGGACGCCC GCAAGGAGC GGGAGGCGGCGEGGTGGCAGCAGCGGCCGC TG CAGTCCCC TCGGAGCCCGGGGACCCCCTGGAGGCTGTGGCCTT

T T e X e R

| I | M

CCATCTAGAGACCCGGCCCGCCCAGAGGCCGCG mnqmmmﬂmﬂonno CCTGGAGTACTTCGTGC GCCTCG ﬂﬂaﬂnﬂmom GGGGEACCTGGEECEEGC CCTGCTCAGTGGTGTG
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Applied 01269_15479_ATK9_Reverse2_A02_01_ABIO8 Inst Model/Name 3500/3500 Instrument

£ )

h PBiosystems 01269_15479_A7K9_Reverse2 Nov 21,2017 06:09PM, JST

S/N G:124 A:100 T:94 C:191 KB_3500_POP7_BDTv3.mob Nov 21,2017 06:35PM, JST

KB.bcp Pts 1370 to 13070 Pk1 Loc:1347 Spacing:11.66 Pts/Panel1350

KB 1.4.1.8 Cap:1 Version 6.0 HiSQV Bases: 1000 Plate Name: 20171121_dnabank

ﬁ S 2CCTGGACTTGG ACCACCCGGGCTTCTCGGACCAGGBTGTACCGC CAGCGCAGG ARGCTG AT TGCTGAGAT CGCCTTCCAGTACAGGCACGGCGACCCGATTCCCCG TG ]
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CTGGAGCGCTTCAGCGGCTACCGGG AAGAC TATCCCCCAGC TGGAGGACG TCTCCCGCTTCCTGAAGG AGCGCACGEGCTTCCAGC TGLCGGCECC TG TEE
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Applied

W-Om<m.ﬂm—5m 01269_15497_2 A7K9_RDB01269#1_A01_01_ABIO8 Inst Model/Name 3500/3500 Instrument
01269_15497_2_A7K9_RDB01269#1 Nov 30,2017 03:25PM, JST
S/N G:91 A:66 T:78 C:130 primer name @ : RDB01269#1 KB_3500_POP7_BDTv3.mob Nov 30,2017 04:02PM, JST
KB.bcp , , Pts 1412 to 13116 Pk1 Loc:1389 Spacing:11.79 Pts/Panel1350
KB1.4.1.8 Cap:1 5'- AGGAGGTCTACACCACGCTG -3 Version 6.0 HiSQV Bases: 999 Plate Name: 20171130_dnabank
CIACT ARG CIAG CC \w&q@mﬁm GCICC TG G 76 GCCT TTGCTTTGECTG GAGCGC TTCAG CG GCTACCG GG AAGACAATAT CCCCCAGC TG G AGG ZCGTCTCCCGC TTCCTG
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G GAGC GCACE EGCTTCCAGE TGECEGECTETGGCCE GC CTGECTGTCCGECCEGE G ACTTCCTGECCAGLC TG GECTTEC GEG TETTCCAGTGCACCCAGTATATCCGCCACG
118 127 136 145 154 163 172 181 190 199 208 217

N T

CGTCCTCGCLCCATGCACTCCCCTGAGCCGGACTGC TGCCACGAGCTGC TGGGGCACGTGCCCATGC TGGCCGACCGCACCTTCGCGCAGTTCTCGCAGGACATTGGCCTGGCEG
226 235 244 253 262 271 280 289 298 307 316 325 334

(Alul

1138
569
0 AL
TCCCTG GG GGCCTCGGATGAGG AARTTGAGARGCTGTCCACGCTGTAC TGGTTCACGGTGG AGTTC GGGCTGTGTAAGCAGRACGGGG AGGTGAAGGCCTATGG TGCCGGGCCT
343 352 361 370 379 388 397 106 415 424 433 442 4
1138
569

0 __ | I

GCTGTCCTCCTACGGGGAGCTCCTGCACTGCCTGTCTGAGGAGCCTGAGATTCGGGCCTTCGACCCTGAGGCTGECGGEGCECGTGLAGCCCTACC GACCAGACGTACCAGTC
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GTCTACTTCGTGTCTGAGAGCTTCAGTGACGCC GG ~AC GOT CAGGAGCTATGCC TEACGZATCCAGCEGCECCT TCTELGETG GETTECGACECGT ABAC GE TEGCCATLE ¢
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\.r.ﬂ_u__ma 01269_15497_2_ A7K9_RDBO01269#1_A01_01_ABIO8 Inst Model/Name 3500/3500 Instrument

AR

v Blosystems 01269_15497_2_A7K9_RDB01269#1 Nov 30,2017 03:25PM, JST
S/N G:91 A:66 T:78 C:130 KB_3500_POP7_BDTv3.mob Nov 30,2017 04:02PM, JST
KB.bcp Pts 1412 to 13116 Pk1 Loc:1389 Spacing:11.79 Pts/Panel1350

Version 6.0 HiSQV Bases: 999 Plate Name: 20171130_dnabank

KB 1.4.1.8 Cap:1
3ACCTGCTGG 2CAGCCCCCAGGCCGTGCGEGCGCTCCCTG GAGGGTGTCCAGGATGAGCTGG ACACCCTTGCCCATGCGCTGAGT GCCATTGGCTAGIGTGCACGGCGTCCC
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. Applied

W_Om<m.nm3m 01269_15497_2_ ATK9_RDB01269#2_B01_02_ABI08 Inst Model/Name 3500/3500 Instrument
. 01269_15497_2_A7K9_RDB01269#2 Nov 30,2017 03:25PM, JST
S/N G:36 A:33 T:38 C:61 primer name G RDB01269#2 KB_3500_POP7_BDTv3.mob Nov 30,2017 04:02PM, JST
KB.bcp 5'- AAGC - _ Pts 1403 to 12708 Pk1 Loc:1380 Spacing:11.71 Pts/Panel1350
KB1418 Cap2 . TCAGGAGCTATGCCTC -3'  version 6.0 HiSQV Bases: 780 Plate Name: 20171130_dnabank
, GECECE € GTIC TE¢ 16 MTC GACCC G TACACGC TG GCCATCG ACGTGC TG G ZCAG CCCCCAGGCCGTGCGGCGCTCCCTGG AGGGTGTCCAGG FTG AGCTGGACACCCTT
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TATTTETE GCGGCCGCCCCCGCGGGGGAGC TCC TTCCLCCTATAGTGAGT CGTATTAC TTEAC T'GEe CETCGET T'T TAC CGTCGTGACT = nnlmn
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%_wwu_ﬁ_mmnm.sm 01269_15479_A7K9_M13_-40_B02_02_ABIO8 Inst Model/Name 3500/3500 Instrument

01269_15479_A7K9_M13_-40 Nov 21,2017 06:09PM, JST

SIN G:25 A:21 T:27 C:32 primer name ) :  M13_-40 KB_3500_POP7_BDTv3.mob Nov 21,2017 06:35PM, JST

KB.bcp . \ Pts 1377 to 12891 Pk1 Loc:1354 Spacing:11.68 Pts/Panel1350

KB1418 Cap:2 5-GTTTTCCCAGTCACGACGTTGTA-3" /o ion6.0 HISQV Bases: 282 Plate Name: 20171121_dnabank
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