P Gene Engineering Division
RIKEN BioResource Center

P. RIKEN DNA BANK clone name : pGL4-JF1_1128-1312

RUKZH
BRC

@ Clone ID : RDB _ 15331

® Lot ; 15331 _ A7Hm

@ DNA Concentration : 25 nanogram/microliter

® Volume i 40 microliter

@® Form . DNA solution in TE buffer

@ Host ; DH5 alpha

@® Culture : LB medium

@ Antibiotics . 100 microgram/ml Ampicillin

@ Purification - QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder 15331

b=
(NEB#N3200L), a
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Erectrophoresis : 100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
Sall : 44 kbp
Pstl : 44 kbp
Sall + Pstl ; 33, 1.1 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name Sequence name Primer name
Sequence — A pGL4-4174F Sequence — E -
Sequence - B pGL4-136R Sequence — F -
Sequence — C pAxCALNLF1 Sequence — G -
Sequence - D = Sequence — H N

APPROVED BY :

http://dna.brec.riken.jp/index.html



Applied

Bibbystems D04779A5_A7Hm_1_pGL4-4174F_EO4_13_ABI24 Inst Model/Name 3500/3500 Instrument
D04779A5_A7Hm_1_pGL4-4174F Dec 12,2017 02:58PM, JST
SIN G438 A'B45T207C:336  primer name p :  pGLA4-4174F KB_3500_POP7_BDTv3.mob Dec 12,2017 03:38PM, JST
KB.bcp _ _ Pts 1490 to 12740 Pk1 Loc: 1467 Spacing:11.3 Pts/Panel1350
KB14.1.8 Cap:13 5-TAGCAAAATAGGCTGTCCCC-3 Version 6.0 HiSQV Bases: 984 Plate Name: 20171212 kitaku
_ TE TE THGEEE T CTGEGC Daﬁ G TCTG GCAGCACAT TT TAEZ TT G AGGGG CAGGG GG “GGGGG ~G G GG ~GG G - G G
A 19 r.m.ﬁlwmi 37 46 55 64 73 82 91 100
3
1104 [ Pruse site TEL. (18- 712 (Gense) (128~ )
- _ g@%gég%% e iy
: WiV
GGG AGGAGG GLGG G G/ . GGAGG "GGAAGAG G A! GAGGAGG AGGAGG AGGAGG ~"GGAGG "G GAGG "GG " GGAGGAGGAGLTCT CTCAGCC TG efege;
109 118 127 136 145 154 163 172 181 190 BT 199 208 ﬁ T 217
1104 Je1L_(28-(312 (o kg N
(5¢n9¢)
552
0 ‘ [\ \ ; _ \ /\
OO.H_GOOODQOO GCTTAGACAC|ITAGAGGGTATAT TGG A"GCTCGACTTCCAGICTTGGCARTCCGGTACTGTTGGT GCC mln@ GATGCC: CATTAAG ¢
" s 244 253 262 271 280 289 298 VR E O 316 325 A
sl Hind \ L~ Luciterase
1104 > minP 7
552
O - — e e e e
I BGGCCCAGCBCCATTCTACCCACTCG AGACGGGACCGCCGGCGAGCAGC TGCACAAAGCCATG GCGCTACGCCCTGGEGTGECCCGGC OO TCGCCTTTACCGACGCACATAT
wwbyﬁ?\w 343 352 361 370 379 388 397 406 415 424 433 442
1104
552
0 ‘ ] | /\ | AAAAN
CGAGGETE GACATTACCTACGCCGAGTACTTCGAGATG AGCGTTCGGCTGGCAG GCTATG GCGCTATGGGCTGAATACARACCATCGGATCGTGGTGTGCAGCG AG T
451 460 469 478 487 496 BOS 514 523 532 541 550 B!
1104
552
GET TGCAGT TETTECAT GCEEGTECT TG GETEECETE T'TCATEG GTGTGGE TETEGEEC BAGCE'T CGACATCTAC CG GCGCGAGCTGCTG!? CAGCATGGGCATCAG
59 568 547 586 595 604 613 622 631 640 649 658 667
1104
- A A A oy
0 . VIV A . Yy \y
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Applied

Bi osystems D04779A5_ATHm_1_pGL4-4174F_E04_13_ABI24 Inst Model/Name 3500/3500 Instrument

D04779A5_ATHmM_1_pGL4-4174F Dec 12,2017 02:58PM, JST

SIN G:438 A:545 T:207 C:336 KB_3500_POP7_BDTv3.mob Dec 12,2017 03:38PM, JST

KB.bcp Pts 1490 to 12740 Pk1 Loc:1467 Spacing:11.3 Pts/Panel1350

KB14.1.8 Cap:13 Version 6.0 HiSQV Bases: 984 Plate Name: 20171212 kitaku
| CEARGCCECAC UG T EGTATTCGTG AGCAAG GGGCTGCAARAGATCCT CAACGTGC EAAGCTACEG GATCATCATCATGGATAGCAAGATCCE
676 685 £94 703 712 721 730 757 766 775

1104

A T R e gé%&ig@féﬁ%@@ Q%g%?%%ig

784 793 802 811 820 829 838

1104

CTACCAGGGCTTCC? GEATGTACACCTTCGTG ACGTTCCCATTTGECALCCC GGBET CGRGT: TTCGTGLCECCG AG

GCTTCGACCG GG AC
865 874

- ??%gﬁgép%g;\%

TCGCCCTG TCATG c .CC GG TTGCCC GEGGCGEGTAGCECE TAC CGC CEGE ITT GT:HE T EC G TT € CATG CC
883 892 901 910 918 928 937 955 964 9
1104
552
0
G 6 .G g CEE e T e ¢ _ﬂﬁ‘ﬂ T G TECEC G 8] CC G C T TEEG T'Q G CGG TCG ce C GGG G EC
T3 982 me_ 1000 1009 1018 or 1054
N
1104 llv; Luctferase -
552
0 SO/ LX S K Dol TR u!NHrHJ'.'. X T S N’r.‘w.lm =
TGCG T € (gl CG C T GG G C T (e T G : TE T B8 & G Cc T T CC G GG A T GG T € G
1063 1072 1081 1090 1108 g}
1104
552
0 2o T S e~ e e
CC TR G § F G
1126
1104
552
0 e et
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- Applied

w_0m<mﬁm3m D04779A5_A7Hm_1_pGL4-136R_E05_14_ABI24 Inst Model/Name 3500/3500 Instrument
D04779A5_A7HmM_1_pGL4-136R Dec 12,2017 02:58PM, JST

SIN G:231 A:223 T:194 C:222 primer name R : pGL4-136R KB_3500_POP7_BDTv3.mob Dec 12,2017 03:38PM, JST
KB.bcp , Pts 1499 to 12681 Pk1 Loc:1476 Spacing:11.42 Pts/Panel1350
KB1.4.18 Cap:14 5-CTTCCAGTGGGTAGAATGGEC-3' version 6.0 HiSQV Bases: 963 Plate Name: 20171212 kitaku
cC (1T 16 Z11TTT GGCATC TT QAT G TG GCTT TACCAACAG TACCG G ATTGCC A GCTGG AiGTCGAGCTICCATTATAT nnnf!qu:g AG/CTT GGEE GCEG &G

1 10 19 =1 8 37 46 55 N\ 64 = 82 S o -

1056 | Lacease, Necok n P HivdE | of]
7 NGO .....E:::..:.E::_:E.E.._.,E===r=.§=>::E,

GCCECTG %%OOO%Q GTTCARGATCTCCTCETECTCC TCE TCCTECTEC TECTCCTEETGC TEETCETC TTCT TCCTE TTCC TCETE ETE TTETTGETCE FT EC FCE TRGTE
118 k7 136 @o#ﬁ.- 145 154 163 172 181 190 199 208 217
| TFL_ (19312 (qenst)  (« H1¥)
1056
» » : LY\ Y »b».b»?bbb?—bbbbpbrbbpbbbbbbp
TCTTEPTTTITETT CETCETICTICTCEECECT CET ceeTar T T €T TAAT T'T TR TGTGC TGCCAG O%ODEOOO GTTAGGCCIAG ARG Al TGTTCTGGCACCTGC
226 235 244 253 262 21 280 289 307 316 325 334
ﬁﬁFH\Qr.V ®me
{
1056 33 e | <
1011 K pavse aite
528 hﬂis
0
CTTGCACTGGGG ACAGCC TATTTTGC TAGTTTGTTTTGTTTCGT TTTGTTTTGATGGAGAGCGTATGTTIAGT ACT m‘_ﬂm,.ﬂ.ﬂ_ﬂ.ﬂ CA Al CC1? CACACAGATGTAATGH
343 352 361 370 379 388 397 406 415 424 433 442
; Clal -
1056 [ause Gfe poly (A) 4lgnal
528
O AAAN A AN ANNANANNNNNNNNADNAA AAAANANNNANANAA ALANANANANNANNNA IO OINA AT e S SOOI DN NN N NN e NN FAVLVAY
TAAAGAT ﬂﬂdﬂ.ﬂd.ﬂnmﬂﬂﬂﬂmﬂﬂﬂ ATACCTECCGTRACC TTI] TATTACT TACTTATCCT TG AGAGACGTACTAGTAACCC TG AT? ATGC TTCAATAATATTG!?
451 460 469 478 487 496 505 514 523 532 541 550 559
1056 &?&
528
0 DL VeV AV P P VY AV VeV W VoV o VoV Y P VY Voo P Y e oY Vo VY L P o VPN Y AV a VA N .

VCATT TTCGT GTEGCAC TEAT TCECTTCT TTEGCGGEATTT TG T'TGEL TG T TT TG CRCACECEG ACGCTGGTG GTAAAAGATGC
586 595 604 613 622 631 640 649 658 667
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Applied

Wm0m<m.nm3m D04779A5_A7HmM_1_pGL4-136R_E05_14_ABI24

D04779A5_A7Hm_1_pGL4-136R

S/N G:231 A:223 T:194 C:222 KB_3500_POP7_BDTv3.mob

Inst Model/Name 3500/3500 Instrument
Dec 12,2017 02:58PM, JST
Dec 12,2017 03:38PM, JST

KB.bcp Pts 1499 to 12681 Pk1 Loc:1476 Spacing:11.42 Pts/Panel1350
KB1.4.1.8 Cap:14 Version 6.0 HiSQV Bases: 963 Plate Name: 20171212 kitaku
TGARGAT CAAC TG CETECARC AGTE GECTATAT C CAAE TEGATCTCAATAGE G GEAAGATCET TG AGTC TTTCE GCEE CG AAG CEATT CCCEATGATE ABCAUT T
676 685 694 703 712 781 730 739 748 757 766 775
| 1056
528
O e P S o D S o e .
TC GTACTGCTATGTGGCECGGTETTGTCCCGTATAGACGCCGE GG CAAG AGCAGC TTEYGT CGC CGTATAGCAE TAC TICAC CGACT TEGT TG
784 793 802 811 820 829 838 847 856
1056 — bs\% R
528 _
0 |
TC GCCGGTCACGG AARAAGC ATCTTACG GATGGC ATGACGGT G AG PTTGTGTAGTGCTGC CATTACCATG AGCGACAA CACC G CGES €C
883 892 901 910 919 928 937 946 955 964 973
1056
528
o —_— e
2 TIT G TIEG T & & C G T CGCG GG CCE TA!: GG GC TG C TG € T T € T e AT ) T T G T G TG T G CEg GCG C
982 991 1000 1009 1018 1027 1045 1054
1056
528
O — — e e ———
TT & cC G € ITGG E o T GOE 6 & CCGG C I G C G G TG T Fe
1063 1072 1099 1108 1ty
1056
528
0
g € C C GG 16
1126
1056
528
0
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Applied

w_0m<m.nm_.:m D04779A5_A7HmM_1_pAxCALNLF1_C12_09_ABI24 Inst Model/Name 3500/3500 Instrument
D04779A5_A7Hm_1_pAxCALNLF1 Oct 11,2017 10:23AM, JST
SIN G:483 A:311 T:321 C:426  primer name ¢ : pAXCALNLF1 KB_3500_POP7_BDTv3.mob Oct 11,2017 10:49AM, JST
KB.bcp ,  Pts 1568 to 13276 Pk1 Loc:1545 Spacing:11.96 Pts/Panel1350
KB1.4.1.8 Cap:9 5-CACTGCATTCTAGTTGTGGTTTGTCC-3"  ygrsion 6.0 HiSQV Bases: 973 Plate Name: 2017101 1kitaku
| 2 TCATG TCTGCTCGIAGCGGCCG GCCGCLCLCCG ACTCTAGALRTTAT TACACGGCGATCTTGCCGCCC TTCTTGGCCTT TGAG TCTCGCGGATCTTG

19 28 37 46 55 64 73 100 109

Xbal . "
1098 Luciferase

bty ol E:E i _, il

; X oo Aot i I o M A LT A VY VAN VA
CGGGCGTCC CTTGCCGG TCAGTCCTTTAGGCACCTCG TCCACG CACCACCGCGCAGCTTCTTGGCGGTTGT CCTEGGEGCTGEGGCCACATAGTCECAC GATETCET T
118 127 136 145 154 163 172 181 190 199 208 217 22

1098

E,gs_;__?:_::__sE.,:.,.E,E:,E,E,._:_?._,_E:;,;:_,,a_,.?::::

CTCGGTCATGGTTTTACCGTGTTCCAGCACGACGACTGCGGCGGGCAGCTCGCCGGCATCGTCGTCGGGLCAGGCCGEGGCGACCCCGGLCGTCGAAGATGTTGGGGTGTTGCAGC O

ot ot S
o

. Al \ ) , )

AGTGTCTTACCGETGTCC GTC CACCACC TTAGCCTCGAAGAAGGGCACCACCTTGCCTACTGCGCCAGGCTTGTCGTCCCCTTCGGGGGTGATCAG TGGCGCTGGT
568 577 586 595 604 613 622 631 640 649 658 667 6

1098

P A . ‘ A N A t@??g
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. Applied

”wm0m<m.nm=._m D04779A5_A7HmM_1_pAxCALNLF1_C12_09_ABI24 Inst Model/Name 3500/3500 Instrument
D04779A5 A7THmM_1_pAxCALNLF1 Oct 11,2017 10:23AM, JST
S/N G:483 A:311 T:321 C:426 KB_3500_POP7_BDTv3.mob Oct 11,2017 10:49AM, JST
KB.bcp Pts 1568 to 13276 Pk1 Loc:1545 Spacing:11.96 Pts/Panel1350
KB1.4.1.8 Cap?9 Version 6.0 HiSQV Bases: 973 Plate Name: 2017101 1kitaku
_ TGTTTCTGTCAGGCCGTAGCCCTGGCGGATGCCTGGTAGG TGGAAGCGTT TG GCCACGGCC TCACCTACCTCCTTGECTGAGCGGCGCCCCGCCGCTEGCGATCTCG T
76 685 694 703 712 721 730 739 748 757 766 715
1098
0 Y M M LAY 000 a0
GCAARGTTGCTTAG GTCGTACTTGTCGATGAGAGTGC TC TTAGC GAAGAACGCTARATAGTGTGGGCACCAGCAGGG CAGATTG TETTATAG TCTET GUAAG E
784 793 802 811 820 829 838 847 856 865 874 883
1098
549
0 0.4, %
TGCGCRAAG TAGCTEC TEC TCG AAGCGGETACATGAGEACGACCE CARAAGEEGERGATE G TAGECERGCGEIGE TG A CATE CCG ARG CC ¢ TEG
892 901 910 919 928 937 946 955 964 973
1098
549
0 g&é@%d%@@%@%@b@w%@&&x{%
TG A TGG CACCCACGC TG AGGATAGC GG TG TC GG6G ATG ATC TGG TITGCCGGE A G ATGGGG TCG C GGG
982 Sw 1000 1009 1018 1027
1098 —> Lucfernse
549
0 XS
W e LEE S G € 6 GTG © GG T& € € TA L G ¢ fT& € B & gt T OBE 8§ ¢ et GG TT & €8 TG . 8T €
1063 1072 1081 1090 1099 1108
1098
549
0 oo S = o a0 e e
¢ TTAA € T8 i , 2T
il 1126
1098
549
O —— e ——— —
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