P Gene Engineering Division
RIKEN BioResource Center

h RIKEN DNA BANK clone name : Xpa H62Q
||&E|C|

oz

® Clone ID - RDB _15265

® Lot & 15265 _ ATH9

@ DNA Concentration ) 25 nanogram/microliter

® Volume : 40 microliter

@ Form = DNA solution in TE buffer

@ Host = DH5 alpha

@ Culture g LB medium

@ Antibiotics - 100 microgram/ml Ampicillin

@ Purification . QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme
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Erectrophoresis : 100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
BamHI : 48 kbp
EcoRI ; 48 kbp
BamHI+EcoRI ; 41,07 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name Sequence name Primer name
Sequence - A pAxCALNL_F1 Sequence — E -
Sequence - B = Sequence — F -
Sequence — C - Sequence - G —
Sequence — D = Sequence — H —

APPROVED BY :

http://dna.bre.rikenjp/index.html



» Applied

) Biosystems D04498H5-2_A7H9_pAxCALNL_F1_F01_06_ABIO8 Inst Model/Name 3500/3500 Instrument
D04498H5-2_A7H9_pAxCALNL_F1 Sep 06,2017 09:21AM, JST
SIN G:64 AB5 T106 C:104 primer name A pAXCALNL_F1 KB_3500_POP7_BDTv3.mob Sep 06,2017 09:55AM, JST
KB.bcp . : Pts 1539 to 13050 Pk1 Loc:1516 Spacing:11.82 Pts/Panel1350
KB 1418 Capb 5'- CACTGCATTCTAGTTGTGGTTTGTCC -3'  version 6.0 HiSQV Bases: 961 Plate Name: 20170906 _kitaku
T m] Y ETE TTATCATS T CBE € 2T gTags 1 TAC GACT CACTATAGTTCETAGAGGCTCE AG AGGCLCT TG TTCITTAC TTGGCCAGCCTTGGCAGCCCGG TGAGCTTT
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mﬁ HDOHO TAC mﬁd.ﬁ CCTTETTGTAATCC T TG TCATGEGCTTE TTATC TCCATAC TATGAT CEACGAAGTE ATAGTCTGEE CTGGAC SR T EETTT G G
118 127 136 145 154 163 2 181 199 220 22
1064
‘, TAGTTCTG? GTCACATCGGT TGGCCACETCCTTG A CAGAGCCATGTTITACATCACCC T TCAGCACTCCATCACG CACATACATTTTCTCAGTG GATGGEC TCCERY
6 235 244 253 262 271 280 289 298 307 316 325 334
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ITTG OOQ:O%AHO%O%OO T CTG G ~CC HHQOO GG GT TE O CICATE] .TCG TTECATTGAC CAGMITECTCCCE TCTTTCT TECAT CGTTATATTGTTTG]
343 352 361 370 379 388 397 406 415 424 433 442 451
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"GGCGAGGC .Hdﬁﬂnmlmuin\ume CTTECGT CTCATGETTEG TT.CCE TAACCCTCAGG CGAC TGCTTGAAGTAGTC TACTATTTCTTCTGGET H_j._iﬁum G TACC(
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SGGTTGCCGT ED TGCTGTTGTCAGGATATCG GG GAGGTCCGCCC TCTATGACTGTCAGGTCCACATTCTGTAT TCCCTCG GGCTGEGGCCACTT(
568 577 586 595 604 613 622 631 640 649 658 667 67
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» Applied

W_Om<m.nm=,.m D04498H5-2_ATH9_pAxCALNL_F1_F01_06_ABIO8 Inst Model/Name 3500/3500 Instrument
D04498H5-2_A7H9_pAxCALNL_F1 Sep 06,2017 09:21AM, JST
S/N G:64 A:85 T:106 C:104 KB_3500_POP7_BDTv3.mob Sep 06,2017 09:55AM, JST
KB.bcp Pts 1539 to 13050 Pk1 Loc:1516 Spacing:11.82 Pts/Panel1350
KB14.1.8 Cap#6 Version 6.0 HiSQV Bases: 961 Plate Name: 20170906 _kitaku
SCTTTCCCTGTAARTCACGAACTTGT GCCCGT TTACAGCGCCTTCCATACGCAGC TC GATCTTCATT TCTGATGTAATCACAC TCACEATEGTCGGATCCTGCAA A G A
6 685 694 703 712 721 730 739 748 757 766 775 - 78!
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\CAAGTAGCTEGTATT CTATAG TETCALCT TCAAGECTTGCC TCCE ACE TCCEC G G CAG Te s ogde rreceT GEAGCATTEGC T TA TATAGAQC TE od
4 793 802 811 820 829 838 847 856 865 874 883
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CATEG GG 6 CEATT ACCGEECATTE G ACIG TC 23 TEEGE AG TAC T 6 CCC AT G T @ ¢ TG CG TACE IT7 €¢ A TAG T .
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