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@ Clone ID

® Lot

@® DNA Concentration

@ Volume
@® Form
@ Host

@ Culture

@ Antibiotics
@ Purification

RDB _15264

15264 _ ATH9

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well
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Expected size of fragment

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

BamHI 48 kbp
EcoRI 438 kbp
BamHI+EcoRI 41,07 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Seguence name

Primer name

Sequence name

Primer name

Sequence — A

pAxCALNL_F1

Sequence - E

Sequence — B

Sequence - F

Sequence — C

Sequence — G

Sequence — D

Sequence — H

APPROVED BY :

http://dna.brec.riken.jp/index.html



» Applied

W_°w<m.nm3m D04498H4-2_A7H9_pAxCALNL_F1_DO01_04_ABIO8 Inst Model/Name 3500/3500 Instrument
D04498H4-2_A7HI9_pAxCALNL_F1 Sep 06,2017 09:21AM, JST
SINGE7AB6T:112C120 primername A+ pAXCALNL_F1 KB_3500_POP7_BDTv3.mob Sep 06,2017 09:55AM, JST
KB.bcp _ - Pts 1544 to 13075 Pk1 Loc:1521 Spacing:11.88 Pts/Panel1350
KB 1.4.1.8 Cap4 5'- CACTGCATTCTAGTTGTGGTTTGTCC -3'  Version 6.0 HiSQV Bases: 986 o Plate Name: 20170906_kitaku
r CrncG TATCATTATCATGTCTGG TQTACGTAFTACG ACT CACTATAGT TCTAGAGGCTCG AG#GCECCTTG AATTCTAETTGGCCAGCCT TGGCAGCCCGG #ATGAGCTTT
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TAGTTET G GTCACATC GGTI T ZGECEACETECETIG GC CAGAGC CATGETTTACATCACCC TTCAGCACTCCATCACG CACATACATTTTCTCAGTGGATG GCTCCCAT
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568 577 EA. 586 595 d.moh_ 613 622 631 640 649 658 667 676
ﬁT_mNy WVOW

2 ot o e pe

_u::,ma on: Fri Feb 02,2018 11:54AM, JST Electropherogram Data Page 1 of 2




» Applied

2 Biosystems D04498H4-2_A7THS pAxCALNL_F1_DO01_04_ABIO8 Inst Model/Name 3500/3500 Instrument
D04498H4-2_A7H9_pAxCALNL_F1 Sep 06,2017 09:21AM, JST
S/N G:67 A:86 T:112 C:120 KB_3500_POP7_BDTv3.mob Sep 06,2017 09:55AM, JST
KB.bcp Pts 1544 to 13075 Pk1 Loc:1521 Spacing:11.88 Pts/Panel1350
KB14.18 Cap4 Version 6.0 HiSQV Bases: 986 Plate Name: 20170906_kitaku
CTTTCCCTGTAATC ACGAACTTGTGCCCGT TTACAGEECET TCCATACGEAGCTCGATCT TCATTTCTIGAT GT G GTCGEGATCCTGCA G
685 694 703 712 721 730 739 748 775 784
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