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clone name : Dronpa/pRSETB

® Clone ID

® Lot

® DNA Concentration
@ Volume

® Form

@® Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 15256
15256 _ A7H9

25 nanogram/microliter

40 microliter
DNA solution in TE buffer
DHS5 alpha

LB medium

. 100 microgram/ml Ampicillin

QIAGEN QlAprep Spin Miniprep kit

@ Digestion by restriction enzyme

1 kb Plus DNA Ladder
(NEB#N3200L),
250 ng/well
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Erectrophoresis :

100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme Expected size of fragment
BamHI : 3.5 kbp
EcoRI : 3.5 kbp
BamHI + EcoRI : 2.9, 0.7 kbp
kbp

@ Confirmation of the insertion sequence
Please be sure to check our sequence analysis results before your request.
Sequence name | PrimerID |  Primer name | Confirmed feature
Sequence - A Pro261 T7_20bp RBS, 6XHis, T7 tag, Xpress tag, insert

Sequence - B -

Sequence - C -

Sequence - D -

Sequence - E -

Sequence - F -

APPROVED BY :

http://dna.brc.riken,jp



>uu__mn_ D04498G5-2_A7H9_T7_20bp_A12_03_ABI24

Inst Model/Name 3500/3500 Instrument

© Biosystems
y D04498G5-2_AT7H9_T7_20bp Sep 06,2017 01:57PM, JST
SIN G:77 A:108 T:88 C:80 primer name A : T7_20bp KB_3500_POP7_BDTv3.mob Sep 06,2017 02:24PM, JST
KB.bcp 5" TAATACGA _ , Pts 1449 to 12945 Pk1 Loc:1426 Spacing:11.4 Pts/Panel1350
KB 1.4.1.8 Cap:3 ) CGACTCACTATAGGG -3 Version 6.0 HiSQV Bases: 997 Plate Name: 20170906_kitaku
_ GGG RATTC GC ACGLG AT TTTGTTUACTTT/AGAAG GAGATA*TACATE TO)CGGGE TTCTCATCATCATCATCATC mme TGGCTAGCATGACTGGTGE GACAGC
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[ TGGGTCGGG ATCTGTACGACGATGACG ATAAGE anm‘_ BATGAGTGTGATTAARCCAGACAT GCTGCGTATGGAAGCGE GC TGTAAAT GGACACLLCGT TCGCGAT
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| 1278 Aoreas tag D ronpa :
_ GEAGTLIGGE GCTTGGGAAGECCT TTCGAGES CAGAGTATGGE ACCTTAAAGT G GC:GG.ACCTE TGEETT TCGECTATGACATCTTGACAACT G TG TTCT G'T
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CGGCAACAGGGE TATTCGCCAAATACCCA GAARATATAGTAGACTAT TTCAAGCAGTCGTTTECTGAG GGCTACTCT TGGGAACGAAGCATGAATTACGAAGACGGGGGCATTT
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GTAACGCGAC \CGACATAACCC TG GATGGTGACTGT TATATC TATGAARATTCGATTTGATGG TGTGAARCTTTCCTGCCAATGGTCCAGTTATGCAGA AGAGGACTGTG !
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TGECABCCATECACT GAG TTGTATGTGCGTGATG GAGTGCTGAAGGGTGATGT TAACATGGCT CTGTCGCT TGAAGGAGGTGGCCAT TACCGATGT GACTTCAAAA(
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Applied

Biosystems D04498G5-2_A7H9_T7_20bp_A12_03_ABI24 Inst Model/Name 3500/3500 Instrument
D04498G5-2_A7H9_T7_20bp Sep 06,2017 01:57PM, JST
S/N G:77 A:108 T:88 C:80 KB_3500_POP7_BDTv3.mob Sep 06,2017 02:24PM, JST
KB.bcp Pts 1449 to 12945 Pk1 Loc:1426 Spacing:11.4 Pts/Panel1350
KB 1.4.1.8 Cap:3 Version 6.0 HiSQV Bases: 997 Plate Name: 20170906_kitaku
AT TAT ANGCTAA GAAGGTT GTC SACT TGCE CAGACTATCACTT T6 T'E GAC CAC CACAT T.GAGATTAAALGE CACGAT AAAG AT TACGA GTAATG T TAATL TG CATE
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CEACE & TG A GO NATAACIT A G EAT 2 ononaamomo_mooﬁo_‘. LCGGGGTC TTGAGGGGE TTTTTTT GC TG AAA GGAGGAR CTATA TCCC TGCG C
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GTAATACCE AAGCA CEGCOC G CARE BATICE € ¢ IITOCEPMAC AG ITG ¢ GG E/C T.6 ARATEEG €. G AAATEGGE ACCE EG «CCE TG TAET
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