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BRC
® Clone ID : RDB _ 15243
@ Lot 15243 _ ATH9

® DNA Concentration

® Volume
® Form
@ Host
@ Culture

@ Antibiotics

@ Purification

25 nanogram/microliter

s 40 microliter

: DNA solution in TE buffer

g DH5 alpha

LB medium

: 100 microgram/ml Ampicillin

: QIAGEN QIAprep Spin Miniprep kit

® Digestion by restriction enzyme

1 kb Plus DNA Ladder
(NEB#N3200L),
250 ng/well

® Confirmation of the insertion sequence
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Electrophoresis : 100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme

Expected size of fragment

Xbal 3.8 kbp
HindIII 3.8 kbp
XbaI+HindIII 2.7, 1.1 kbp
kbp

Please be sure to check our sequence analysis results before your request.

Sequence nam

e | Primer ID

Primer name

Confirmed feature

Sequence - A

Pro724

laclpro-B_F

T7 pro, RBS, 6xHis, T7 tag, Xpress tag, insert 5'

Sequence - B

Pr0958

cjB-M_F1

insert 3'

Sequence - C

Sequence - D

Sequence - E

Sequence - F

Sequence - G

Sequence - H

APPROVED BY :

http://dna.brc.rikenjp
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SIN G:224 A:163 T:129 C:124 primer name >
KB.bcp
KB 1.4.1.8 Cap:9

15243_BOL4F_1_laclpro-B_F
KB_3500_POP7_BDTv3.mob

Pts 1449 to 13836 Pk1 Loc:1426

Version 6.0 HiSQV Bases: 991

laclpro-B_F
5-CCGCCTTTGAGTGAGCTGATA-3'

15243_BOL4F _1_laclpro-B_F_C03_09_ABI24

Inst Model/Name 3500/3500 Instrument
Jan 21,2021 10:11AM, JST

Jan 21,2021 10:39AM, JST
Spacing:12.24 Pts/Panel1350

Plate Name: 20210121 kitaku
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NNNN NN NNN NMNN IN CGCNNCGNGTCNGT G AGCGAGG ARGC GG AMBTINCGCCCAATAC GCARACCGCCTCTCCCCGC GCGTTG GCCGATTCAT TAAT GCAG GAT CTC GAT GO
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CGCG TTAATACGACTCACTATAGG GAEGACCACRARRACG G TTTCCCTC TAGAR i Haqﬂﬂmﬂ.aﬂ_ CTTTAAGAAGGAG ATATACATATGCGGGGEGTTCTCATC TCATCATC]
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T emmﬂ HDOOH \GCATGACTGGTGGACAGC A ﬂmmmﬁﬂmom TCTGTACGACGATGARACGATAAGGATCCGACCATG GO TTCCA TCAGCGACAATGTACGTATCAAG
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TTATATATGGA GEGCACAGTCARCARTC AT CAC P TCATCE TGCGAAGCTGAAGS GAGGGCAAGCCATACGAGGGAACTC VATGGAGAACAT LGTCACC GGAGGCCC 1T
343 352 361 370 379 388 397 406 415 424 433 442 451
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CTGCE GTTCTCTTTTGATATC T TG ACGCC TAACTGCCA ,.‘.OHOOD AGCGTAGCCATAACCAAGTATACATCAGGGATTCCAGAL TA T o el il ATCTTTTEEC TG
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TTACCTGGGARAGAACCACAATC TAC GAAGAT GGGGC TTACCTTAC? ACTCAACAAGARAACCD?A ACTTGATG GAAATTGC CTCG TC TACAATAT TA AATCCTTGGATG T
568 577 586 595 604 613 622 631 640 649 658 667 67
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Applied

A 15243 _BOL4F_1_laclpro-B_F_C03 09 ABI24 Inst Model/Name 3500/3500 Instrument
' S = e - . =
Biosystems 15243_BOL4F_1_laclpro-B_F Jan 21,2021 10:11AM, JST
S/N G:224 A:163 T:129 C:124 KB_3500_POP7_BDTv3.mob Jan 21,2021 10:39AM, JST
KB.bcp Pts 1449 to 13836 Pk1 Loc:1426 Spacing:12.24 Pts/Panel1350
KB 1.4.1.8 Cap:9 Version 6.0 HiSQV Bases: 991 Plate Name: 20210121 kitaku
[ TTTTCCCCCCAATGGTCCTG TG ATGCAGAAGAAAACCCAAGGCTGGGAACCCTGT TGCGAGATGCGE TATAC ACG TG ATGGETGTGL T TGTGGC CAAACAT TAAT G GC
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CCNCCTGAAATAGT GAAN GNT TCANANAACG GNNCACTATTTGAACAGCANGAA NG IT CAGNGGCCAGE TAC TGNC NAACAT GCCC AT CNA S C TNG G NC*TN
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_Applied 15243_BOL4F_1_cjB-M_F1_B02_02_ABI08 Inst Model/Name 3500/3500 Instrument

? Biosystems 15243_BOL4F_1_cjB-M_F1 Feb 08,2021 03:21PM, JST
S/IN G:36 A:36 T:33 C:30 primer name @ . ¢jB-M_F1 KB_3500_POP7_BDTv3.mob Feb 08,2021 03:48PM, JST
KB.bcp " A A A AA A Y Pts 1400 to 14083 Pk1 Loc:1377 : Spacing:12.2 Pts/Panel1350
KB1.4.1.8 Cap:2 Tl CTTGATCG TTeCE 8 Version 6.0 HiSQV Bases: 939 Plate Name: 20210208 kitaku

NNNNNNN NNNNN MNNG IN NNNN INN NNNCCCNCC. - TGGTCCTG T'GCA G G CCCAAGGCTGGG CCCTGTTGCGAGATGC GC TATACACGTGATGGTGTGCTAT
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GTGGCCAAACATTAATSE GCALD TT . TGC GCCGATGGG CCACETCACTTGLECGATE T6 AG CTACT TACAGGTCCAA ARAGGCAGTC GGCGTTGCAGATGCCACCCTT
118 12+ 136 145 154 163 172 181 190 199 208 217
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CECATTTTTCA GACCATCGTCCT G 2 TAGTGAAGGTTTCAGAGAACGGCACACTATTTG ACAGCACGAAAGTTCAGTG GCCAGGTACTGTC ARCATE CCRATCTEARCTTGEY
26 235 244 253 262 271 280 289 298 307 6 325 334
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sTCACAATTAI GGLAC CACTAGCTTCATTCCEAACCAGGALCAR ETTAGTTTCATGSGATATTTTTA ATAGTTTTTCC CTATCAGTGTCE GATTEC TE TTCCE TTECTARCT
343 352 361 370 379 388 397 406 415 424 433 442 451
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1y TCAT T TGARTTCGITECATTE AT TTATA TG GC TET 2 T LTGCA () \TTGTTTTCT GAGATT GAT TGT GTCTTT TGAAATC T ATIE GTEA TALT T'T T2
460 469 478 487 496 505 514 523 532 541 550 559
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TTA2 AAT 3 4 A .‘..HHOﬁ_ﬁODDDOODOQ‘.‘HHO_Z GCTTGATCCGGCTGCT CATZ GCCC G? AGG GCTGANTTGGCTGCT
568 5 586 595 604 613 622 631 640 649 676
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