P Gene Engineering Division
RIKEN BioResource Center

P. RIKEN DNA BANK clone name : hmAG407/pRSETB

RIKZH
BRC
@® Clone ID . RDB _ 15229
® Lot g 15229 _ ATH9
@ DNA Concentration g 25 nanogram/microliter
@ Volume - 40 microliter
@ Form x DNA solution in TE buffer
@ Host £ DH5 alpha
@ Culture i LB medium
@ Antibiotics . 100 microgram/ml Ampicillin
@ Purification £ QIAGEN QIAprep Spin Miniprep kit
@ Digestion by restriction enzyme
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Erectrophoresis : 100  nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
Xbal : 3.5 kbp
HindlIll : 3.5 kbp
Xbal + HindIll : 27,08 kbp
kbp
kbp
@ Confirmation of the insertion sequence
Sequence name Primer name Sequence name Primer name
Sequence — A T7_20bp Sequence — E -
Sequence - B = Sequence — F -
Sequence - C - Sequence — G o
Sequence — D = Sequence — H =

APPROVED BY :

http://dna.bre.rikenjp/index.html



Applied

' Bi osystems D04498D5_2_A7H9_T7_20bp_A01_01_ABIO8 Inst Model/Name 3500/3500 Instrument

. D04498D5_2 A7H9_T7_20bp Mar 01,2018 01:57PM, JST

S/N G:36 A:52 T:35 C:68 primer name A @ T7_20bp KB_3500_POP7_BDTv3.mob Mar 01,2018 02:25PM, JST

KB.bcp 5'- TAATACGACTCACTATAGGG -3' Pts 1431 to 13585 Pk1 Loc:1408 Spacing:12.0 Pts/Panel1350

KB 1.4.1.8 Cap:1 Version 6.0 _HiSQV Bases: 1038 Plate Name: 20180301 _Kitaku
T TaIe “IE 2T eSS ST TTEEC ETT TAT :

TGCGGGGTTCTCATCATCATCAT CATCATGG TATGGCTAGCATG ACTGGTGGACAGCAART
61 71 81,/ 91 101 TIT
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.mmmﬂ.ﬁmhm_m TCTGTACGACGATGACGAT ﬁ.o TCCCACCATGGTGAGC GTGATC GCCCGAGATG GATCAAGCTGTGCATGAGGGGCACCG TG CGGCCAC: EET ¢
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CGTGARTCGAGGGCGAGGGC GG GCAACCCCTACGAGGGCACC CAGATCCTGGACC TG ARCGTGACCEGAGGGC GCCEECCE TECECCTTCGLCE TACGACATCETGALCACCE TG T
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CCAGTACGGCRAACAGGGECT TCACCAAGTACCCCGC CGACATCCAGGACTACTTCAAGCAGACCTTCCCCGAGGGCE T OO CTGGG AG AGG mn TGACCTACGAGGACCAGG
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GCATCT GCACCGC CACCAGCAACATCAGCATGAGGGEGCGACTGCTTCTTCIACGACATCAGGETTCGACGGCACCAACT TCCCCCCCAACGGCCCCGTGATGCAG G G AC(

461 471 481 491 501 511 521 531 541 551 561
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E T8 ACTGG GAGC CCGACACCGAG GATGTAC GTGGAGGACGGCGTGC TG GGGCGACGT CATGAGGCTGC TGC TG GAG GGCG GCGGE CAC TACAGGTGC GACGTL
571 581 591 601 611 621 631 641 651 661 671
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» Applied

=59 Bi osystems D04498D5_2_A7H9_T7_20bp_A01_01_ABI08 Inst Model/Name 3500/3500 Instrument
. D04498D5_2_A7H9_T7_20bp Mar 01,2018 01:57PM, JST
S/N G:36 A:52 T:35 C:68 KB_3500_POP7_BDTv3.mob Mar 01,2018 02:25PM, JST
KB.bcp Pts 1431 to 13585 Pk1 Loc:1408 Spacing:12.0 Pts/Panel1350
KB 1.4.1.8 Cap:1 Version 6.0 HiSQV Bases: 1038 Plate Name: 20180301_Kitaku
‘A AGACCACCTACARGGCCAAGAAGGAGGTGAGGCTGC CCGACGCCCACAAGATCGACCACAGGATC GAGATCCTGAAGCAC GACAAGG ACTACAACAAGGTG AAGC TGTACGE
681 691 701 T 721 731 741 751 761 771 781
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GAACGCCGTGGCCAGGTAC TCCATGCTGCCCAGC CAGGCCAAGTGAGAATTC GAAGCTT GATCCGGCTGCTA nGCCCGH CCTGAGTTGGCTGC TGC CACH
791 801 811 821 831 841 851 861 871 881 891

el HiadI
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GCTGAGC TAACTA GCAT CCCCTTGOGEBGBCELCTETA CGGEG TCTTGAGGGGTTTTTI TGC T GAAAGGAGGAACTAT anTmm TCTEEGCGE TAAT
901 9L 921 931 941 951 961 971 9d1 991
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GECEGCACEG ATCEGCCEC TITCCCAR CAGCGT TER G CAGGEEC TG TCCEG L GAARAAT GG G CGC GCCEC THE TAGC GBEG CA TTAAG CGC EGCGEGGGE TG T G
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1120

Printed on: Thu Mar 01,2018 04:16PM, JST Electropherogram Data Page 2 of 2



