P Gene Engineering Division
RIKEN BioResource Center

P. RIKEN DNA BANK clone name : pEF-FLAG-mouse VAMP-7

bz

@ Clone ID : RDB _ 15173
® Lot 15173 _ A7Fm

@ DNA Concentration 25 nanogram/microliter

@ Volume g 40 microliter

@® Form DNA solution in TE buffer

@ Host ¥ DH5 alpha

@ Culture : LB medium

@ Antibiotics d 100 microgram/ml Ampicillin

@ Purification : QIAGEN QIlAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well
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100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Erectrophoresis :

Restriction enzyme Expected size of fragment

BamHI 6.0 kbp
Xbal 52,08 kbp
kbp

kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence name

Primer name

Sequence — A

EF1a-C_F

Sequence — E

Sequence — B

hGCSF_R

Sequence - F

Sequence - C

Sequence — G

Sequence — D

Sequence — H
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Applied

Biosystems D04709A8_2_A7Fm_EF1a-C_F_E02_14_ABI24 Inst Model/Name 3500/3500 Instrument
D04709A8_2_A7Fm_EF1a-C_F Jul 11,2017 03:05PM, JST

SIN G:140 A:178 T:183 C:18! primer name A EF1a-C_F KB_3500_POP7_BDTv3.mob Jul 11,2017 03:46PM, JST
KB.bcp Pts 1448 to 13641 Pk1 Loc:1425 Spacing:12.09 Pts/Panel1350

5'-AGTTAGGCCAGCTTGGCACTTGATG -3'

KB 1418 Cap:14 Version 6.0 HiSQV Bases: 1036 Plate Name: 20170711_kitaku
g €6 5 T odc @ T T TTTGAGTTT GGIT CT TG GT TXAT T T CAAGE CTCAGAGAG TG GT TG GTTT TTTTCT TCCATTT CAGGTGTCGT GHGG RPATTCTC TA GAGE G
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SCCGCGGEAATTC GATTCCACCATGRC ACTACARGG ACG TG ACGAC GEGATCdATGECCATTCTTTTTGC TGTTGTTGCCAGGEG AACCAC TATCC TTGCCARACATGCTTC
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IGTGTGGAGGAAACTTCETGGAGGT GACACGAGCAGAT TCTGGC TARGATACCTTCTG CTTACTCACATGGCAATTATTTGTTTCATTACAT CTGCC

226 235 244 253 262 271 280 289 298 307 316 325 334
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: CAGGATTGTGTATC TTTGTATCACTGATG ATGATTTTGAGCGTTCTCGAGCGTTCAGTTTTTTGAATGAAGT GAAGAGATTCCAGACAACT TACGGTTCAAGAGCACAR
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CTGCACTTCCTTATGCTATG TAGCGAGTTTTC GTEGTTTTGGC TGCAL CTG GCATCACTCTGAG T .O BCCT GTGATGGAG ACTC GCAC G
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Applied

Biosystems D04709A8_2_A7Fm_EF1a-C_F_E02_14_ABI24

D04709A8_2_A7Fm_EF1a-C_F

S/IN G:140 A:178 T:183 C:182 KB_3500_POP7_BDTv3.mob

Inst Model/Name 3500/3500 Instrument
Jul 11,2017 03:05PM, JST
Jul 11,2017 03:46PM, JST

KB.bcp Pts 1448 to 13641 Pk1 Loc:1425 Spacing:12.09 Pts/Panel1350
KB1.4.1.8 Cap:14 Version 6.0 HiSQV Bases: 1036 Plate Name: 20170711_kitaku
BT TE CTACCAGCAG TCTTGCTCGAGCCATGTGTATG G TATC GCTCACTATCATCATCATCATTGTATC TTGTGEGTTCATCTATATCAT TGTGTCAET T
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Applied D04709A8_2_A7Fm_hGCSF-R_F02_17_ABI24 Inst Model/Name 3500/3500 Instrument

Bios

<m.nm_.=m D04709A8_2_A7Fm_hGCSF-R Jul 11,2017 03:05PM, JST
S/N G:95 A:145 T:143 C:143 primer name B - hGCSF_R KB_3500_POP7_BDTv3.mob Jul 11,2017 03:46PM, JST
KB.bcp , XA A \ Pts 1431 to 13720 Pk1 Loc:1408 Spacing:12.16 Pts/Panel1350
KB14.1.8 Cap:17 IR, CAGGBATTTCTTG -3 Version 6.0 HiSQV Bases: 1049 Plate Name: 20170711 _kitaku

CTCG CGAlC G 1#%C TCTC GG GTCCCAG GTGGGGICCCTC O.th GAGCGGCCGCG TCA2CTAGTG 1_,434 T'T TET TCACACAG TTTG BCCATET CCCA CTAC
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Applied

w_0m<mﬁm3m D04709A8_2_A7Fm_hGCSF-R_F02_17_ABI24 Inst Model/Name 3500/3500 Instrument
D04709A8_2_A7Fm_hGCSF-R Jul 11,2017 03:05PM, JST
S/N G:95 A:145 T:143 C:143 KB_3500_POP7_BDTv3.mob Jul 11,2017 03:46PM, JST
KB.bcp Pts 1431 to 13720 Pk1 Loc:1408 Spacing:12.16 Pts/Panel1350
KB 14.1.8 Cap:17 Version 6.0 HiSQV Bases: 1049 Plate Name: 20170711_kitaku
CCARGCATGTTTGGCAARGGATAGT GGTTCCCC TG GCAACAATA GC GAAT GGCCAT[EGATCCCTTGTCGTEATCGTECTTGTAG TCE PG CTGGAATCG AATTCCCGC
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