P Gene Engineering Division
RIKEN BioResource Center

P. RIKEN DNA BANK clone name : pK229.AAV-EF1 @ ~-EGFP-WPRE

RIKZH
BRC
@® Clone ID : RDB _ 15061
® Lot - 15061 _A7En
@ DNA Concentration z 25 nanogram/microliter
@® Volume : 40 microliter
@® Form . DNA solution in TE buffer
® Host . DH5 alpha
@ Culture " LB medium
@ Antibiotics 4 100 microgram/ml Ampicillin
@ Purification . QIAGEN QIAprep Spin Miniprep kit
@ Digestion by restriction enzyme
2-Log DNA Ladder 15061
(NEB#N3200L),
125 ng/well 2 F B
35 T =
e o £ ™
I W EE M
Erectrophoresis : 100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
EcoRI 2 6.1 kbp
HindlIl : 40, 20 kbp
Belll g 41,20 kbp
kbp
kbp
@ Confirmation of the insertion sequence
Sequence name Primer name Sequence name Primer name
Sequence — A pAxEF F1 Sequence — E -
Sequence — B EF1a-N_R Sequence — F -
Sequence - C flori_R3 Sequence — G —-
Sequence — D = Sequence — H -

APPROVED BY :

http://dna.brc.riken jp/index.html



Inst Model/Name 3500/3500 Instrument

A L waw_n%amam D04276C1_A7En_1_pAxEF F1_F11_17_ABI24
D04276C1_ATEn_1_pAxEF F1 Jun 15,2017 11:40AM, JST

SIN G:347 A:349 T:258 C:427 primer name A : PAXEF_F1 KB_3500_POP7_BDTv3.mob Jun 15,2017 12:07PM, JST
KB.bcp . : Pts 1467 to 13120 Pk1 Loc:1444 Spacing:11.66 Pts/Panel1350
KB 1.4.1.8 Cap:17 5-TCATTCTCAAGCCTCAGACA-3" /00060 HiSQV Bases: 985 Plate Name: 20170615 kitaku
TG NG GTICC G GATCAGC TG T'TEGCCAC TG TG ~GC Z GG CGARG ARCT ETTCAGEGGEGTGETECECATCET GG TEGAY
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sCTGG AFCGGCGACGT &G GE CAC GT TCAGOCGTETCCEEGGEGCGAGCBGL GAGGGECGATEECCACET OOQO GCTGACCCTG GTTCATCTGCACCACEG GC GCTGCCEG
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GTCCGCCATGCCCG GGCTAC

226 235 244

TGCCCTGE GCCCACCCTCGTGACCACCC TG ACCT

CGGCGTGCAGTGCTTCAGCCGCTACCCCGACCACATG GCAGCACGACTTCTTC
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GACCCGCGCCGAGGTGAAGTTCGAGGGCGE ACACCCTGGTGAACCGCATCGAGC TGAAGGGLCATC GACT T
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CACCCCCATCGGCGACGGCCCCGTGCT

€ TCGCCGACCACTACCAGCAG
613 622 631 640

595 604

649 658 667

1214
607
\ ) . (y
Electropherogram Data Page 1 of 2

0
Printed on: Thu Jun 15,2017 02:02PM, JST



Applied :
% M > Biosystems D04276C1_A7En_1_pAxEF F1_F11_17_ABI24 Inst Model/Name 3500/3500 Instrument

D04276C1_A7En_1_pAxEF F1 Jun 15,2017 11:40AM, JST
S/N G:347 A:349 T:258 C.427 KB_3500_POP7_BDTv3.mob Jun 15,2017 12:.07PM, JST
KB.bcp Pts 1467 to 13120 Pk1 Loc:1444 Spacing:11.66 Pts/Panel1350
KB1.4.1.8 Cap:17 Version 6.0 HiSQV Bases: 985 Plate Name: 20170615 kitaku
TCCGCCC TEAGC GACCCCRACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGIAANGGS .
676 685 694 703 712 721 730 739 748 757 766 715
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" Applied
Pw Biosystems D04276C1_A7En_1_EF1a-N_R_E11_14_ABI24 Inst Model/Name 3500/3500 Instrument

D04276C1_A7En_1_EF1a-N_R Jul 26,2017 09:13AM, JST
S/N G:197 A:237 T:206 C:375 primer name W . EF1a-N_R KB_3500_POP7_BDTv3.mob .t__..: 26,2017 09:52AM, JST
KB.bcp _ . Pts 1511 to 13000 Pk1 Loc:1488 Spacing:12.55 Pts/Panel1350
KB 1.4.1.8 Cap:14 5-TAGGCACCGGTTCAATTG-3 Version 6.0 HiSQV Bases: 335 Plate Name: 20170726 kitaku
CA GTC 'CG GGG XATGTG GGCGITGTGCGCTCT GCCCAC TG ACGGGCACCG G AGCPAT TCCCACTCCTT TCAAGACCTAGAAGGTCCATTAGCT GCARAGAT TCCTCTCT
& 3 “ 16 21 26 31 36 41 46 51 56 61 66 71 76 81 86 91 96 101 106
1236 [ Nﬂ\s ﬂq‘Q
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GTTTAAAACTT TATCCATCTT TGCAAAGCTTACGCGTGCG GCCECIRGGARARCCCCTAGTGATGGAGTTGGCCACTCCCTCTCTGE mﬁonﬂnmnﬂnmnqn.u TGAGGCCGG ?
11 116 121 126 131 136 15T 186 151 156 16l 166 171 176 181 186 191 196 201 206 211 216

1236 HindT Mlul Notl _ Excwﬁ.ﬂw@

o ) | WTWIA

AAAGCTGT CGGG ACGC CCG G G GGG CCGTC TGC GATG GG E8 GG GTCTGCTGEGE GGG TGGTCG GAGAGCTGCACCCTGCCGTCC TCCATGTT ET GGCA GATCTTG RACT

22
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CTAGATGCCGGTCTT CTGCTTGTCGGCCA AG ATATAGACGTTGTGGCT GTTG TAG TTGTACT CCAGC T TG TGCCCCAG G 2 TCC CGTCTT CCTTG AAG TC ART GCCCTTC
336 341 346 351 356 361 366 371 376 381 386 391 396 401 406 416 421 426 431 436 441
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0
.GCTCGATGA GGT TCAC CTG GGT GTCTCC CTCAAACTTCACCTCG GCGCG GG TGTA TTTACCGTCATA CTTGAAGRAGAT GGT ACGCT CCTG GACGTA GCC TTCAGG(
446 451 456 461 466 471 476 481 486 501 506 511 516 521 526 531 536 541 546 551 g
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a
ATGGAGGA GIT CAZGAAATCGTCCPECT ICATGAATCCGGAGGT T CAG CTGAA TCCCTTC ACGTCGTAG CA CAGG
56 561 566 571 581 586 591 596 601 606 611 616 621 626
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' Applied .
P.m Biosystems D04276C1_AT7En_1_flori_R3_D11_11_ABI24 Inst Model/Name 3500/3500 Instrument

D04276C1_A7En_1_flori_R3 Jul 26,2017 09:13AM, JST
S/N G:108 A:87 T:64 C:119 primer name (C flori R3 KB_3500_POP7_BDTv3.mob Jul 26,2017 09:52AM, JST
KB.bc ) Pts 1492 to 13000 Pk1 Loc:1469 Spacing:13.25 Pts/Panel1350
P 5. TTAATGCGCCGCTACAGGGE -3 k) : s .
KB1.4.1.8 Cap:11 Version 6.0 HiSQV Bases: 317 Plate Name: 20170726 kitaku
GGC PEG € TC TG CG TATG CGIGT WATICC GCACAG ATGC GTAAG G AG ARARTACC G CATCAGGCGCCLCTG CAGGCAGCTGCGCGCTCGCTCGCTCACTG AGGCCCEC CLGY
ds 49 53 57 61 65 6 73 77 81 85 89 93 97 101 105 109
| ﬂm*ﬁ | \V
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3GGI17-GC CCGGGCGTC GGGC AACCTIGATCTCGGCGGCGGTCAC GAACTC GC GC GCGACCAGG TG AT CGC GCTTCTCGTT GGGGTCTTTGCTCAGGGCEG)
113! 119 121 125 129 133 137 141 145 149 153 157 161 165 169 173 177 181 185 18% 193 209 213 217 221 22
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SGTAGTGGTT GTC GGG CAGC AGCACGGGGCC GTCGCCGATGGGGGTGTTCTGCTGGTAG TGGTCGGCG AGCT GCACGCT GCCGTC CTCGATGTTGTGGCG GATCTTG A4 U
5 229 233 237 241 245 249 253 257 261 265 269 273 277 281 285 289 293 297 301 305 309 313 317 321 325 329 33 337
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0
\CCTTGATGCCG TTCT TCTGCTTGTCGGC CATGATATAGACGTTGTGGC TGT TGT/A TTETACT CCAGC TTGT GCCCCAG ETTGCC (TTTITTC IT GAAGTCG ATG CCCT
' 341 345 349 353 357 361 365 369 373 377 381 385 389 393 397 401 405 409 413 421 425 429 433 437 441 445 449
784
392
0
TCAGC TCGAT GCGG TTCACC ATG GTG TCG (T
453 457 461 465 469 473 477 481
784
392
0
784
392
0
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