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clone name : pK170.AAV-TRE-Cre-WPRE (Supernova)

@ Clone ID

@® Lot

RDB _ 15050

15050 _ A7En

® DNA Concentration

25 nanogram/microliter

® Volume

® Form

40 microliter

DNA solution in TE buffer

@® Host
@ Culture

@ Antibiotics

DHS5 alpha

LB medium

100 microgram/ml Ampicillin

@ Purification

QIAGEN QlAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

uncut
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Erectrophoresis :

Restriction enzyme

100

Expected size of fragment

15050

BamHI
8 Sall

Xhol

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

BamHI 5.5 kbp
Sall 44,11 kbp
Xhol 3.5, 2.1 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name Primer name

Sequence name

Primer name

Sequence — A Cre-N_R Sequence — E -
Sequence — B PRE rev Sequence — F -
Sequence - C flori_R3 Sequence — G -

Sequence - D =

Sequence — H

APPROVED BY :

http://dna.bre.riken.jp/index.html



Applied

Biosystems D04276A8_ATEn_1_Cre-N_R_A07_01_ABI08

D04276A8_A7En_1_Cre-N_R
KB_3500_POP7_BDTv3.mob

SIN G:175 A:272 T:236 C:336 primer name > : Cre-N_R

Inst Model/Name 3500/3500 Instrument
Jul 13,2017 09:17AM, JST
Jul 13,2017 09:55AM, JST

KB.bcp i , Pts1486to 8472 Pk1 Loc:1463 Spacing:12.43 Pts/Panel1350
KB14.1.8 Cap:1 5- ACGACCGGCAAACGGACAGAAG-3' yersion 6.0 HiSQV Bases: 567 Plate Name: 20170713 kitaku
s ¢eec € mq EBCCTGE GCGFTCLEC T'G (ATG TCCATCAGGTTCTTGCG CeTCATEACTCEG TTGRATC G ACE GGT TGCALGGC TTTTGGTGTACGGTCAG|T
1 11 ; 21 31 41 51 61 73 81 91 101 111
«—Cre Cve +
1184 4
592 A
0 | MV VIV WY AR
TTCG CET ITTETETTETTET TTG BGEG ﬁﬁm.ﬁﬂm.ﬂ. GTGTAGC GAG TTCTCCAGGCGATCTGACGGTTCACT CGAGCTCTGC TTATATAGGCE TCECCAEEG
121 131 1h1 Stapt 151 161 B 171 . rww- 191 201 211 221
& - - -l SUUD ALS < Sall EoRL K Tight TRE promoter
1184
592 P
O —
TACACECCTACC TCGACATACGTTCTCTATCACTGATAGEGASBT CTCGACATACGTITCT ETATGAE TG ATAG GG AT \CTCGACATACGT|TCTC TATEAC TGATAG GG
231 241 250 .m. 261 2 281 291 301 i 321 331
etoperator
- tetoper ﬁxwoﬁugmo_\ tet pperslor
592
0 A ) ]
GT CTCGACATACGTNTCTCTATCACTGATAGGGHGT CTCGACATACGT|TCTETATCACTGATAGEG T CTCGACATCGTITETCTATEACTGATAG GGAGT (o
341 351 361 371 381 391 401 411 421 431 441 4
te: s»moﬁ bor
1184 moﬂm ﬁw«wogc .ﬁmmoﬁa?&m-\.
592
O - — —— = =
TCGCACRATACGTITETCTATCAC TGATAG GGAGT CTCIGAG TG GACG GGGCCTCGTG CGCCTGBCGCGECCACGCG TGCGGBCLCEGQAGS CCCCTAGTGATGGAG
51 46 471 481 o ‘4 491 501 511 521 531 541 551 561
Aign St
1184 tet oparelor ARG <— AAVL TTRQ
592
o |
TTGGEC CAECTCREECTE T'C Hmﬂﬂﬁmﬂ%ﬂ“
57% 581 ﬁ
1184 |
592 | -
0 S — e e

Printed on: Thu Jul 13,2017 12:58PM, JST
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Applied

Biosystems D04276A8_ATEn_2_PRE_rev_D10_10_ABI24

D04276A8_A7En_2_PRE_rev
KB_3500_POP7_BDTv3.mob

£

SIN G:85 A:115 T:115 C:160  primer name m PRE_rev

Inst Model/Name 3500/3500 Instrument
Jul 26,2017 09:13AM, JST
Jul 26,2017 09:52AM, JST

KB.bcp 5'- AGCAATAGCATGATACAAAGGC-3' Pts 1502 to 13421 Pk1 Loc:1479 Spacing:12.14 Pts/Panel1350
KB 1.4.1.8 Cap:10 Version 6.0 HiSQV Bases: 986 Plate Name: 20170726 kitaku
C GG AT CAC TAG C G TF G G2 ﬁ_ CATAGTTARAG TACCA G TCAATETTTCACA TFE TG T TCCAGAGGTTGATTIATCGATAAGCTTGTCGACGCTAGC GGATCY
1 10 ( 28 37 46 55 64 73 TR s 109
(
| WPRE Clal Sall
1224 ( Hind TL
612 {
0
T GATATCCICT M.HOOOO.HOHHO0.00‘.DOO GC ACCAT IGC CECE TG T TTCAC TAT CCA GG T TAEGG  ATATAG TTCAT CGACAATAT T TACAT TG GT CECRG CCACCAGECT TG CAT G
114 127 136 145 154 163 172 181 190 199 208 277
moon:< kil m,\
1224 s re
612 —
0
ATOTECCGETAT T CARACT CCAGE CC GGG CATATS. TG CGCGECTCCOACACG GERCAC PG TETCCAGACCA GGEGCCAGG TAT ETCTGACCA GAGTCAT CETTAGCGE LG TARATC
2256 235 244 253 262 271 280 289 298 307 316 325 334
1224
. :::r===================;=====_:====,======>=,r====.=====
JAATCGATGAGTTGCTTC ATCCCTTCCAGGGCGCGAGTTGATAGCTGGCTGGTGGCAGATGGCGCGGCAACACCE .H_.Hq_gz..wlmu.:m CCCGEGGCEH CAGGTAGTT H‘H_Omn
343 352 361 370 379 388 397 406 415 424 433 442 45
Cln
1224 ﬁ
612
0
ATCATCAGCTACACCAGAGAC GGAAATCCAT CGCTCGACCAGTT TAGT TACCCCCAGGCTAAGTGCCTT CTCTACACCT GCGGTGCTAACCAGCGTTT TCGTTC TGCCAATA
1 460 469 478 487 496 505 514 523 532 541 550 559
1224
612
0 — : : \ : » /) A
TGGATTAACAT TCTCCCACCGTCAGTACGTGAGATAT CT TTAACCCTGATCCTGGCAATTTCGGC TATACGTAACAGGGTGTTATARGCAATCCCCAGARATGCCAGATT
568 577 586 595 604 613 622 631 640 649 658 667
1224 EwlV
612

Lo A , VWA W

(3

Printed on: Wed Jul 26,2017 11:34AM, JST
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D04276A8_A7En_2_PRE_rev_D10_10_ABI24 Inst Model/Name 3500/3500 Instrument

D04276A8_A7En_2_PRE_rev Jul 26,2017 09:13AM, JST
S/N G:85 A:115 T:115 C:160 KB_3500_POP7_BDTv3.mob Jul 26,2017 09:52AM, JST
KB.bcp Pts 1502 to 13421 Pk1 Loc:1479 Spacing:12.14 Pts/Panel1350
KB1.4.1.8 Cap:10 Version 6.0 HiSQV Bases: 986 ‘ Plate Name: 20170726 kitaku
AC GTATATCCTGGCAGC GATCGC TAT T TTCCATGAG TGARCGAACCTGGTCGAAATCAGT GCGTTCGARCGC TAGAGCCTGTTTT GCACGTT CACCGGEATCARCGT
676 685 694 703 712 721 730 739 748 757 766 775
1224
612
o J Ao OO CHOX XY Dol 0000000 000008 0 OO
TT LCTT TTCEGCATE BG BC GOAT _.,no,.‘mem_.;f._n.mnn‘eqmnam,ﬂom CTIGGETCETGE CABCCOGGACCGACGATG GCATGTTTAGC TGGCCCAAXTGTT
784 793 802 811 820 829 838 847 856 865 874 881
1224 ZX0s Cre € ;
612 _5_._ s
0 0 & :‘ COOBL X 0D OO0 ? ST 00al O .P.P'...o.o».r »'»0»..0.».»“?0»‘
CCT GEATAGTTITTTTAC TGCCAG ACE GG CGEE TG AACATATACAAGATAATCGCGAACATC T ICA GETT C TG C:G.GE AAACCATT T CCCGEE TT
3 892 901 910 919 928 937 946 955 964 973

TCAACTTGC ACCC TGCCGCCCACG ACC GGG C 7 C GGG ACAG ABA G C TTIT BC A B TA DEE TEC G AARRA AC G CCC TI(A TGG AA T (

982 991 1000 1009 1018 1027 1036 1045 1054 1063
1224
612
0 S ool ol X el e LT Sag o D Yl
(1 TG C ATG T EC ] T C AA G R T G C G A T € e A TT C A € T € &3 T TG (S0 A T Clek 4 c e G A T
1072 1081 1090 1099 1108 1117
1224
612
0 SRED o e S e p..l.Lr’ S S t’%ﬂl‘: e —— e
TGG c € G G C B
1126 i
1224
612
O ||I|!N|‘I.r;\mr...lrl" e ——
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Applied

A%

Biosystems D04276A8_AT7En_2_flori_R3_C10_07_ABI24 Inst Model/Name 3500/3500 Instrument
D04276A8_A7En_2_flori_R3 Jul 26,2017 09:13AM, JST
S/N G:74 A:88 T:42 C:65 primer name C flori R3 KB_3500_POP7_BDTv3.maob Jul 26,2017 09:52AM, JST
KB.bcp . . Pts 1496 to 13000 Pk1 Loc:1473 Spacing:13.25 Pts/Panel1350
KB1418 Cap7 5'- TTAATGCGCCGCTACAGGGC -3 Version 6.0 HiSQV Bases: 369 . Plate Name: 20170726 kitaku
TE CATGE TG ITE 66 1ATGC GGT AATACC GCACAG ATGCG TAAG G AG AARATACCGCATCAGGCGCCCC TG CAGGCAGCTGCGCGCTCGE TCGCTCACTG AGGCCGCL L)
1 5 11 16 1 be 31 36 41 46 51 56 61 66 71 ﬂ qu 81 86 91 96 101 106 i1
_ A
_ S AAVZ TTR @
968
484 % L2 \,
EYIN D00 i B NI Y W VTLTA
0 "/(” b{?’\‘?".ﬁp q‘L» r.» ... »‘PP»' P» A ,’ A A A »' »_—___ AL AN A A A
5 GGCABAGCCCGG GCGTCE GCCEACCTT TG GECEECCEECCT CCCT 6 TCE AGE G IS CGLGEAGE TGE TTC CAGGGEGEE AC & T ATT TACAT TG GT CCA
116 121 126 131 136 141 146 151 156 161 166 171 176 181 186 191 196 211 216 221
|
968 |
484 :
0 L
TGATCTC CEGGTATTGAA BCTCE GCGECGEGCCATATCTC GEGCGEETCCGACACGEGCACTGTETCCAG ACCAGGCCAGGTATC TC TG ACCAGAGTCAT CCTTA GCGCC ]
226 231 236 241 246 251 256 261 266 271 276 281 286 291 296 301 306 311 316 321
968
484
O -
AARTCAATCGATGAGTTGC TTCAARAATCCCT TCCAGG GCGCG AGTTGA TAGC TG GCTG CTGG CAGATGG CGCG G CRACAC(A TTTTC TGATT C TGCAAR ACAT G TAGG TAY
336 341 346 351 356 361 366 371 376 381 386 391 396 401 406 41 416 421 426 431 436 441 44
968
484
0
T CEEATCA TC GECTAC ACCAAAAACGGARATCCA TCECTCGACCAG TTTART 3ATCC CCCAGGC TARE TGCCTTCTCTACACEC TGC GG TG CTEAC CAACKT T T TC CTTCT(
6 451 456 461 466 471 476 481 486 491 501 506 511 516 521 526 531 536 541 546 551 55|
968
484
0
CHCA ATA TG GITTTAGE AT'T B'TE € ¢ ‘G TCAG TAGT TG
5 566 571 581 586 591
968
484
0
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