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clone name : pmutant GR RE-TK hRluc(F)

@ Cione ID

® Lot

@ DNA Concentration
@ Volume

@® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

@ Digestion by restriction enzyme

15034 _ A7Ec

RDB _ 05629

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

>

2-Log DNA Ladder 05629 &
(NEB#N3200L), i
125 ng/well € B = +
o o o &
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Erectrophoresis :

100

Restriction enzyme

Expected size of fragment

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

EcoRI 41 kbp
EcoRV 41 kbp
EcoRI + EcoRV 32,09 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence name

Primer name

Sequence — A

SV40pA3'Element Reverse

Sequence - E

Sequence - B

pAxCALNL_F1

Sequence — F

Sequence — C -

Sequence — G

Sequence — D o=

Sequence - H

APPROVED BY :
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M Applied .
A\ BibSystems 05629_15034_A7Ec_Sv40pA3'ElementReverse_B04_04_ABI24

05629_15034_AT7Ec_Sv40pA3'ElementReverse
S/N G:390 A:340 T:255 C:33: primer name A : SV40pA3Element Reverse ~_KB_3500_POP7_BDTv3.mob

Inst Model/Name 3500/3500 Instrument
May 24,2017 10:00AM, JST
May 24,2017 10:27AM, JST

KB.bcp i . Pts 1412 to 13508 Pk1 Loc:1389 Spacing:12.08 Pts/Panel1350
KB1.4.18 Cap4 5- CTCTGACTTGAGCGTCGATTT -3 Version 6.0 HiSQV Bases: 998 Plate Name: 20170524_dnabank
TACG C CG GGGC GG GCCTAT CGCCAGC EECGEGGCCTTTT1 CEETTCCTGGE O TTTGETGECETTT T'GOT CACATE GC TC:GAC m TCeA GEER TG
1 28 37 46 55 64 ic) 82 91 100 109
904 pwufant GR vespouse elewent
452
0 | AN . A il | |
O.Hm_m_ T-&T rTGAGTCTTCG GACCTCGCGGEGEGGCCGE TTAAGC GEGTGGTTAGGGTTTGTCTGACGE GGGGEG GG AGGGGEG GG cCG CACTCTCATTCGGAGGCGGCTCGE
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GGGTTTGGTCTTGGTGGCCACGGGLCACGCAG GAGC GCCGCGATCCTCTT GCACCCCCECBLCCCTCCGTG G mmnmommmﬂ.ﬂamo.qommnmmmﬂmm% ACTGGCGGGCCGH
226 235 244 208 262 20 280 289 298

307 316 325 334

:_:_::.:

ST CACTCEGECEGGETCGEGC GCCCCAGAGTGTGACCT TTTCGGTCTGC TCGCAGACCCCLCGGEGECGGCGEGCCECCELCEGELEGLEGACGEECTCGCTGGGTCCTAGGCTCCATGEGGGE
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CCGTATACGTGGACAGGCTCTGGAGCATCC GCACGACTGCG GTGATATTACC BGGAGACCTTCTEEG GG ACGAGCEGGGTC £ GC GECTEGACECGEGGAGCGTCCGT TG GG GAL
1 460 469 478 487 496 505 514 5a3 532 541 550 559

I |

[ —
568 577 586 595 604 613 622 631

904 Potl

2 CACCAGGACGGGGCACAGGTACACTATCT TG TCACCC GGAGGCGCGACGGACTGCAGGAGCTTCAGGGAGT GGCGCAGE TGCTTCATCCCCGETGGLECCEGTTGLC TCGCG

640 649 658 667
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Applied 05629_15034_A7Ec_Sv40pA3'ElementReverse_B04_04_ABI24 Inst Model/Name 3500/3500 Instrument

w_0m<mnm3m 05629_15034_AT7Ec_Sv40pA3'ElementReverse May 24,2017 10:00AM, JST

S/N G:390 A:340 T:255 C:332 KB_3500_POP7_BDTv3.mob May 24,2017 10:27AM, JST
KB.bcp Pts 1412 to 13508 Pk1 Loc:1389 Spacing:12.08 Pts/Panel1350
KB14.1.8 Cap4 Version 8.0 HiSQV Bases: 998 Plate Name: 20170524 _dnabank
TTTGCTEGCEGTETECCCE GAAGAAATATATT IGCATGTECTTTAGT TCTATGATGACAL CCCCGCCCAGCGTCTTETCATTG GCGAAT TC GAACACGCAGATGCAGT

676 685 694 703 712 721 730 739 748 757 166 775 784
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CEGGEE6 GE GGG TCLCCAGGTCCACTT CGCATATT GGTGACGCGTGTGGCCTCG CACCGAGCGACCCTGCAGCGACCCGCTT 3 GE'T TG AT TE TTCT GAE #
I 793 802 811 820 829 838 847 856 865 74 883 mm
904 g1 U TE
ro
452 K ?
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5 TC GAGACAGAG GACTC TTGCGTTTCT GAT GGG ACC TATT G& TETT AC TG CATCCARC T T ¢ ITIDCIECTCE c GGTG TCCAC T CLR G
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2 Applied 05629_15034_A7Ec_pAxCALNL_F1_C04_07_ABI24 Inst Model/Name 3500/3500 Instrument

ms
W_Qm<m.nm 05629 _15034_A7Ec_pAxCALNL_F1 May 24,2017 10:00AM, JST
SIN G467 A'567 T:484 C:545  primer name . pAXCALNL_F1 KB_3500_POP7_BDTv3.mob May 24,2017 10:27AM, JST
KB.bcp 5. CACTGC = Pts 1426 to 13550 Pk1 Loc:1403 Spacing:12.1 Pts/Panel1350
KB1418 Cap7 ; ATTCTAGTTGTGGTTTGTCC -3' /ersion 6.0 HiSQV Bases: 1030 Plate Name: 20170524_dnabank
[ c T T TC TTATCATG TCT GCE TE G GCGGCCGCTCTAG H i TGCTCGTTCTTCAGCACGC GC TCCACG GCTCTTGEG AT CTACTTACCCAT T TCATCTEGAGCG
) [ 10 19 Nm7_ 1 I — .WA% 55 64 73 82 91 100 109
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’ TEETCECTGGETG ] ETGGRAGGECCET TCACE T TCACG CTCGGTGTTAGGG C.ILT ET'TAGCTEEETC 5AC THGCGTTGG G CCCAGGGTCGGACTCGATG
118 127 136 145 154 163 i 181 190 199 208 217
1324
662

0 YV UV

ICTTAGGCAGATCGTCGC TGGCCCG GGTAGGCGTTGTAGTTGCGGAC TCTGG ACGACGTCGGGCTTGCCTCCCTT CGAGAGGGATCTCGCGAGGCCAGGAGAGGGT

= sl il

o ) . il

2T CARAGCACCAT T TTC TCGCCCTC TTCGCTC T TGATCAGGGCGATATC CTC CTCGATGTCAGGCCACTCEGTCCCAGGEACTCGATCACGTCCACGACACTETCAGCATGEGACLS
451 460 469 478 487 496 505 514 523 532 541 550 589

EcorV

1324
0

TGGCCTTGATCTT GTCTTGGTGCTC GTAGGAGTAGTGAAAGGCCAGAC GCCCCCCAGTCGTGGC CCAC TGATTTTCTITEG GGTTCAGCAGCTCG cc G
568 S 586 299 604 613 622 631 640 649 658 667

s WMottt et .
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Applied

) Biosystems 05629_15034_A7Ec_pAxCALNL_F1_C04_07_ABI24 Inst Model/Name 3500/3500 Instrument
05629_15034_A7Ec_pAxCALNL_F1 May 24,2017 10:00AM, JST
S/N G:467 A:567 T:484 C:545 KB_3500_POP7_BDTv3.mob May 24,2017 10:27AM, JST
KB.bcp Pts 1426 to 13550 Pk1 Loc:1403 Spacing:12.1 Pts/Panel1350
KB 1.4.1.8 Cap7 Version 6.0 HiSQV Bases: 1030 Plate Name: 20170524 _dnabank
CGGTGAGGTACTTGTAGTGATCCAGG AGGCGATATGAGCCAT TCCCGCTCTTGCCGGACTTACCCATTCCGAT CAGRATCAGGG ATGATGLCATC TAGCCACGGGCTCGATG]
676 685 694 703 712 721 730 739 748 157 7686 775 1
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CACGT TCATTTGCT TGCAGC GAGCCCACCACTGAGGCCCAGTGATCATGCGTTT GCGTTGCTCGGGG TCGTACACCT TG6 ARRGCCATGE TGGCTAGCCTAT e G
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