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e RIKEN DNA BANK clone name : pEF-T7-Syt XI (Syt11)
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RDB _ 14691

14691 _ A7Dd

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

@ Clone ID )
@ Lot 2
@ DNA Concentration =
@ Volume .
@ Form :
@ Host :
@ Culture :
@ Antibiotics :
@ Purification :

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
250 ng/well

(kb)
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Erectrophoresis : 100

Restriction enzyme
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nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Expected size of fragment

BamHI 6.6 kbp
Notl 52,14 kbp
Ncol 52,14 kbp

kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name Sequence name Primer name
Sequence — A EF1a—-C_F Sequence — E =
Sequence — B hGCSF_R Sequence - F =

Sequence - C =

Sequence - G

Sequence — D =

Sequence — H

APPROVED BY :

http://dna.brc.riken,jp



. Applied

W_Om<m.ﬁm_.:m D04472B9_A7Dd_2_EF1a-C_F_A08_02_ABI24 Inst Model/Name 3500/3500 Instrument
D04472B9_A7Dd_2_EF1a-C_F May 17,2017 12:52PM, JST
S/N G:332 A:342 T:321 C:337  primer name A : EF1a-C_F KB_3500_POP7_BDTv3.mob May 17,2017 01:19PM, JST
KB.bcp i ; Pts 1593 to 13397 Pk1 Loc:1570 Spacing:11.9 Pts/Panel1350
B-AGTTAGGCCAGCTTGGCACTTGATG-3
KB14.1.8 Cap2 i Rl o Version 6.0 HiSQV Bases: 953 ] Plate Name: 20170517 kitaku
{_ATG GC AT G | TTTTTGAGTTITG G/ITCTTGGTTATTCTCAAGCCTCAG ACAG T GG TT GET FTTATERT B mala.m.nmamqnmqm CGARTTCTCTAGAGES
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OOOQOOOQ TT G RTE TEE OO GCATGACTGGTGG ACAGC TGGGTNYC GCGGATCTNATGGCTGAG ATCAC TATACGCCCCAGCTTTGATGTGTCACCGGTAG
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o ko FeoRY s 777 A7 Syt Rl NM. oifs o3
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CGGCTGGCETCATCGGGGCCTCCG TGC TGGTGGTGTGTGT TTCAGTGACTGTCTTTGT GTGGACGTGC TGC CACCA GCAGGCAGAGAAGAAGCACAAG ACCCCG CCATACAAG
226 235 244 253 262 271 280 289 298 307 316 325 334
1296
< o S:E: T e
NV AV WANA AN VYU T W W AN A VY WA AU Wi Ao AV VAN AN
IFTCATTCATATGETG GGC AT TAGCATCTACCCAGAGACCCTCAGC : e GTTCGGAGAGAC TGGCCCTCGGAGGG GTGG CGLGGG
343 352 361 370 379 388 397 406 415 424 433 442 4
1296
648
CCTG TTAAT CGCGGAGTCTGGCCTGC TG AGCCACG ACAAGGATCCCAGAGGGCCTAGCCC TGCATCT TGTATGGACCAGTTACCCATC GAGAETATGE GGG AAG
51 460 469 478 487 496 505 514 523 532 541 550 559
1296
% sl
CTGAGGAGCCCCATGACEAGCCTGACCCCTGGTGAGAGCAAAGCCACCTCCCCATCCTCGE CAGAGGAAGACGTGATGTTAGGCTCT CT TACCT TCTCCGTGG ACTAC
568 577 586 595 604 613 622 631 640 649 658 667
1296
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_Applied D04472B9_A7Dd_2_EF1a-C_F_A08_02_ABI24 Inst Model/Name 3500/3500 Instrument

m
» Biosystems D04472B9_A7Dd_2_EF1a-C_F May 17,2017 12:52PM, JST
S/N G:332 A:342 T:321 C:337 KB_3500_POP7_BDTv3.mob May 17,2017 01:19PM, JST
KB.bcp Pts 1593 to 13397 Pk1 Loc:1570 Spacing:11.9 Pts/Panel1350
KB1.4.18 Cap2 Version 6.0 HiSQV Bases: 953 Plate Name: 20170517 kitaku
ACT TTCCCAAG GCTETGET GOGTBACART CCAAL AG GCTCACGCGECTGCCAGTCATE GATCALCCAGACECAGEGEETEEGATCCETACATE TGACCATTC |
676 685 694 703 712 721 730 739 748 757 766 775
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TCCCG GACAAGCG GCATCGAGTG CCCEAGTECTTCE G CECTEEACCCGETEITEG CoTTE TT C TAGG GEATECEG T
784 793 802 811 820 829 838 847 856 865 874
1296
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0 369&09&5089?? i VOCOQQX VOoOmJbOooOOm xvﬂ X000 xvohx X000 e Daolooacdec
SCTRERA CEAEETE NG ETECAT DT BTGB Tlot TCAL 8 TP TE A TE TOGTE TCGEE ATEATE TE AT CCE L GE TCATGGE TG CCATTGG C
883 892 901 910 919 928 937 946 955 964
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Applied

'Biosystems

S/N G:123 A:90 T:101 C:99

primer name B : hGCSF_R

D04472B9_A7Dd_2_hGCSF_R_A09_03_ABI24
D04472B9_A7Dd_2_hGCSF_R
KB_3500_POP7_BDTv3.mob

Inst Model/Name 3500/3500 Instrument
May 17,2017 12:52PM, JST
May 17,2017 01:19PM, JST

g o

KB.bcp T . Pts 1576 to 13626 Pk1 Loc:1553 Spacing:12.03 Pts/Panel1350
KB141.8 Cap3 B-TATTAARCABCOATTTCTTG-S Version 6.0 HiSQV Bases: 978 Plate Name: 20170517 kitaku
G GACA TG ATC TC TC[AGG GT CCCAG GTG GGG/CCCTCAC[TC TAGAGCGGCCGCE ART TCACTAG TTTAGTACT CGCTCAGACTETGCCACT TG GCTATGGGCTTG)
1 10 19 28 37 46 \A?_A\‘ wwmenH me 73 82 91 100
k hGrCSF poly(4) d &x&ﬂ
1090 | M- 018303 (65T |\/SEE)
545 — »
0 N A W : VLIV [ _.
2 GGGGAC TCTCGCAGACCTC TCTCCAGTGTTCCGCACCACTGG TTGT GACAC TG TG TGCCCCCAAGATCAGCCTCCCTACCACCTCATT CTTAGTAGTGC GATCGAAGTC
109 118 127 136 154 163 12 181 190 199 208 217
1090
EEE AN A » _ I AR A . HT]
o M AWMV AV A MUV WOV P
TEAC CTCGATGC TGATATCAGGCAGAAGGBTCGGTG GG GATGTCAT CGACTCATIGAAGAL B6 GETTC GTE CAGT TC T:T T GG GTTT TCTTCTT
226 235 244 253 271 280 289 298 307 316 325
1090 »
= gl A M O el
VA AN VA YOV AN A VA AN AV A P A AT
TGCGTTTTCTGCE G TAGTAGACGT TCACC TTG ACATA AGGATTACC TGAG AGACCE GTGATATECATCT TCGGCAAGTGTCT GGCTTT GAGG ACCAC CACTGETCAT TCTY
334 343 352 361 379 388 397 406 415 424 433 442
1090
545
: WUVWAUYY : il
TG CE A GE T TG TANGACAG AGATAC CTGE AGT TECE CTCTCCTARTECACTT TGTTCCTCT TGATGATGTCCCTGGTCAGCTGAACCTTGCCTGTGCTGGGGT
451 460 469 478 487 496 505 514 523 532 541 550
1090
CCACT CEAGECAATGEECACCAT G ACOTCTECEATEACGTECATCLCGAGAGAAT L GATC GET GAGC ACCAGG T GCAGCACCAGGTCCTGCAGC TGGCTGTACG GG
559 568 577 586 604 613 622 631 640 649 658 667
1090
545
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- Applied

W_Om<m.nm3m D04472B9_A7Dd_2 hGCSF_R_A09_03_ABI24 Inst Model/Name 3500/3500 Instrument
D04472B9_A7Dd_2_hGCSF_R May 17,2017 12:52PM, JST
S/N G:123 A:90 T:101 C:99 KB_3500_POP7_BDTv3.mob May 17,2017 01:19PM, JST
KB.bcp Pts 1576 to 13626 Pk1 Loc:1553 Spacing:12.03 Pts/Panel1350
KB1.4.1.8 Cap3 Version 6.0 HiSQV Bases: 978 Plate Name: 20170517 kitaku
TGELETAGRAGETGAAGGTE TCAT GGAACAC CEG G TCCAGCET T TECCAAGCACTCE G TCr TCAC TCGATGECGCT IGTECEG CAGAATEGTCATT TTGATCTAGS

676 685 694 703 il g 730 739 748 757 766 775

GATCGGAGCCCTGGGTCTGGTCATCCATCACTGGCAGCLCCGTG AGECTCTTG GATTGTCACCACCAGAGCTTTCTT GGG GTTGTAGTCCACGG AG CGT
784 TE3 802 811 820 829 838 847 856 865 874

GAGAGCCT CATCACGTCTTCCTCTGGCGAGG Hmmom mmﬁmm CTTTGCTECTCACCAGGGG TC _Dﬂq,mﬁn TGGGGC TEC TEALG TTC I
883 892 901 910 919 928 937 946 955 964
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