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clone name : pCoGFP-V4

@® Clone ID

@® Lot

RDB _ 14374

14374 _ AbJc

@ DNA Concentration y

@ Volume

@® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium_

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),

125 ng/well
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Erectrophoresis : 100
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Restriction enzyme

Expected size of fragment

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

BamHI 3.3 kbp
EcoRI 33 kbp
BamHI + EcoRI 2.7,0.7 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence name

Primer name

Sequence — A

Reverse2

Sequence - E

Sequence — B

Sequence — F

Sequence - C

Sequence - G

Sequence - D

Sequence — H

APPROVED BY :

http://dna.brc.riken.ip/index.html



» Applied

> Biosystems D03707B7_A6Jc_1_Reverse2_H05_23_ABI24 Inst Model/Name 3500/3500 Instrument
D03707B7_A6Jc_1_Reverse2 Nov 01,2016 02:14PM, JST
S/IN G:98 A:97 T:74 C:104 primer name A : Reverse2 KB_3500_POP7_BDTv3.mob Nov 01,2016 02:40PM, JST
KB.bcp 5-GCGGATAACAATTTCACACAGG-3' Pts 1494 to 12515 Pk1 Loc:1471 Spacing:11.16 Pts/Panel1350
KB1.41.8 Cap:23 Version 6.0 HiSQV Bases: 964 Plate Name: 20161101_kitaku
_ CGTIT T O ZITTICAG GCTTG (ATGCCTGCAGGTCGACTCTAG 7GG/TCCGATGY AGCATCCCCG AGAACAGCGGCCTGACCG AAG AGATGCCCGCCCAGATG AARCCT
1 10 19 | 28 — 46 ~ ———55 Start 64 73 82 91 100 109
e “ Potl  Gall Yol BamHl Colebl - V4 ABIAISST. 1, L.
578 _ _ :
Y A AV, U QO VXY ’ AN Y V] » A
CGAAGGGGTGGTCAACGGCCACGCCTTCTCCATGG AAGGCATC GGCGGAGGCARACATCC TG ACCGGCATCCAG CTGGACATCAGAGTG 2ATCGAGGGCGACCLCCCTGCCC
118 127 136 145 154 163 178 181 190 199 208 217

1156 ZOQH\
578

TTCAGCTTTGACATCCTGAGCGTGGCCTTCCAGTACGGCAACCGGACCTACACCAGLC TACCCCGCC GATCCCCGACTACTTCGTGCAGAGCTTCCCCGAGEGGCTTCACCTTY

226 235 244 253 262 271 280 289 298 307 316 325 334
1156
WA
CAGCGGACCCTGAGCTTTGAG GACGGEGCCATCECGTG GGTGG GCGACATCAGCATCGAGGACGGC GTTCGTGGGC GATC GTAC f EaCEAGEGET TeC.CAG
343 352 361 370 379 388 397 406 415 424 433 442 448
1156
578 P
0 . | |
GGRACGGC CCCG TG TG G G GT GACE GCTGG CECEGE CACCBAGTECTATE TACGTREAG CEACGGCAECETECGTGGGELEG GGTGGTGC TG AGCTAC GACCCAG
31 460 469 478 487 496 505 514 523 B35 547 550 559
1156
Q B
GCACECADCT AERA EETETEACATIE AGACCATLOTACCGGTEC 4 nnnmqmo (ol R it il R ETMCCACTACGE TG CACC CCEGGCTCECG A TECGE TEG
568 ST 586 585 604 613 622 631 640 649 658 667
1156
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N2 Applied
. w_wmﬁﬁmam

S/N G:98 A:97 T:74 C:104
KB.bcp
KB 1418 Cap:23

D03707B7_A6Jc_1_Reverse2_H05_23_ABI24
D03707B7_ABJc_1_Reverse2
KB_3500_POP7_BDTv3.mob

Pts 1494 to 12515 Pk1 Loc:1471
Version 6.0 HiSQV Bases: 964

Inst Model/Name 3500/3500 Instrument
Nov 01,2016 02:14PM, JST

Nov 01,2016 02:40PM, JST
Spacing:11.16 Pts/Panel1350

Plate Name: 20161101_kitaku

GAGGGCTACTACTACGAGCAGCACGAG ACAGCCATTGCC
676 685 694 703 712

CoCrfP-VA Gop
AR0A%8%T- |, -+ Lok

730 739

ATTCACTGEGGCCG TEGTTT TAC

CGTCGTG ACTG GG CEETG GECGEGTTACCC
748 157 766 779

mwm gg%ﬁ?%?g%?%

TEELEETTITEIACG CACATCOCCCTI I PCHACCAGC TG GCE TRAT AGEG GAGGCCCGC
784 793 802 811 820 829 838

1156

TCeCCCTTOQCC EAGTT GCGCAGE C TG i
847 856 865 874

GGCG TEECEEETBEATECCGE TATIT T 00 T"TAG G EATETE TG & E G TATTTIE ARG

883 892 901 910 919 928
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cCGC

T TGG TGC (] T2 L C
937 946 955 9¢

HDOOTOO T G TT

G CCC AG CCCCC G AG ACCC G GCC C% CCCEECTIG AC(GCCG CCC TG A C G G GG C T
54 (973 982 991 1000 1009 1018 1027 1035 10
(
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