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clone name : pCoGFP-V3

@ Clone ID

@ Lot

@ DNA Concentration
@ Volume

® Form

@® Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 14373

14373 _ A6Jc

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DHS alpha_

LB medium_

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well
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Restriction enzyme

100

Expected size of fragment

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

BamHI 3.3 kbp
EcoRI 33 kbp
BamHI + EcoRI 27,07 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence name

Primer name

Sequence — A

Reverse2

Sequence — E

Sequence - B

Sequence — F

Sequence — C

Sequence — G

Sequence — D

Sequence — H

APPROVED BY :

http://dna bre.riken jp/index.html
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D03707B6_A6Jc_1_Reverse2_F05_17_ABI24
D03707B6_A6Jc_1_Reverse2

Inst Model/Name 3500/3500 Instrument
Nov 01,2016 02:14PM, JST

SIN G:55 A:53 T:41 C:62 primer name A : Reverse2 KB_3500_POP7_BDTv3.mob Nov 01,2016 02:40PM, JST
KB.bcp 5. GCGGATAACAATTTCACACAGG-3'  Pts 1489 to 12458 Pk1 Loc:1466 Spacing:11.13 Pts/Panel1350
KB1.4.1.8 Cap:17 Version 6.0 HiSQV Bases: 978 Plate Name: 20161101_kitaku
CeGT cG GCTTGCATGCCTGCAG GTCG ACTC TAG AG G FTCC AlATG)AGCATCCCCG 2G AACAGCG GCCTG ACCG AAG AG ATGCCCG CCCAGATG AACCT
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CATCCTG ACCGGCATCCAG?

CTGGACATCAG AGTG
190 199

TCGAGGEECGATCCECTE CET

72 181 208 217

TTCAGCTTTGACATCCTGAGCGTGGCCTTCCAGTACGGC

CCGGACCTACACCAG CTACCCCGCC

GRATCCCEG ACTACGTTITEGTGECAGAGCETTCCCEG AGGEGETTEACC T TC
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G AGCG GACCCTGAG CTTTGAGGACGGEGCCATCGTGAAGGTG G GCGACATCAGCATC GAGG ACGGUAAGTTCGTGE GCAAGATCAAGTACAACGGCEAGGGECTTCLCAG A(
343 352 361 370 379 388 397 406 415 424 433 442 4
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3G ACGECCCEGTE ATGAAG GAAGTGACCAAGCTGGAACCCTGCAGCGAG TCTATE TACG TGAGCGACGECAC CCTCGTGGGCEAGE TG GTCETGAGCTACAAG AC CCAG
151 460 469 478 487 496 505 514 523 532 541 550 559
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GCACCCACTACACC TETCACATE AAGACGATE TACCGERCE C CCETEG CCTGCCCAAGTTCCAC TACGTG CACCACCE G CTCG G TCGTCG
568 577 586 595 604 613 622 631 640 645 658 667
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D03707B6_A6Jc_1_Reverse2_F05_17_ABI24 Inst Model/Name 3500/3500 Instrument

D03707B6_A6Jc_1_Reverse2 Nov 01,2016 02:14PM, JST
SIN G:55 A:53 T:41 C:62 KB_3500_POP7_BDTv3.mob Nov 01,2016 02:40PM, JST
KB.bcp Pts 1489 to 12458 Pk1 Loc:1466 Spacing:11.13 Pts/Panel1350
KB 1.4.1.8 Cap:17 Version 6.0 HiSQV Bases: 978 Plate Name: 20161101_kitaku
GAGGGCTAC TACTACG AGCAGCACGAGACAGC CATTG CCAAGE CU|TEAlGAATT CAC TG GCCETCE TTTTACAACGTCGTGACTGEG CIOGITG 666 BTATGT
676 685 694 703 712 730 739 748 757 766 775
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