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E RIKEN DNA BANK clone name : pCoGFP-wt
glléE#
@ Clone ID RDB _ 14368
@® Lot 14368 _ A6Jc
@ DNA Concentration 25 nanogram/microliter
@ Volume 40 microliter
@® Form DNA solution in TE buffer
@ Host DH5 alpha
@ Culture LB medium
@ Antibiotics 100 microgram/ml Ampicillin
@ Purification QIAGEN QIAprep Spin Miniprep kit
@ Digestion by restriction enzyme
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Erectrophoresis : 100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
HindIll 33 kbp
Kpnl 33 kbp
HindIll + Kpnl 26,07 kbp
kbp
kbp
@ Confirmation of the insertion sequence
Sequence name Primer name Sequence name Primer name
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Applied

Bi osystems D03707B1_A6Jc_2_pCU_M13-100_C02_08_ABI24 Inst Model/Name 3500/3500 Instrument
D03707B1_ABJc_2_pCU_M13-100 Oct 20,2016 02:24PM, JST
S/N G:120 A:107 T:152 C:144  primer name A pUC-M13_-100 KB_3500_POP7_BDTv3.mob Oct 20,2016 02:50PM, JST
KB.bcp . KA , Pts 1444 to 12650 Pk1 Loc:1421 Spacing:11.25 Pts/Panel1350
KB 1.4.1.8 Cap:8 & ATTACERUAGETGELG G 3 Version 6.0 HiSQV Bases: 980 Plate Name: 20161020_kitaku
Gi(GCT+5 GGCG ATIAGTTG CGCCAGGG TTTTCCCAG TCACGACG T TG TRAARCGACG GCCAG TGART TCGAGC TCGG TACCT CA[TGE TT TAGC TATAGCCGTC TCAT
1 10 ( 28 37 46 55 64 G m.S.mS 100 109
. | Beoll Gucl KpnT CotefP CWT)
! Ap%88L.(, 696+ (C)
0 |
GTTGCTCGTAGTAGTITGCCTTCE TCGACTTTTTTCT T TTCGAGGC GATE AT GAAC TGGAACTTTGGEAGE TTTTCTACTGG CTT T TTGGACCTGTAGAT TG T TTTCAT
118 127 136 145 154 163 172 181 190 199 208 217
1176
588 —
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TGGEEAAGTGTAAT GAGTCGE AL TG 66 TETT GTAAGACAACACARCTTCTCCCACE GTGTCETCACATACATACAT TG ACTCACTGGACGGT TCTAGTTTEGTAACTTCETY

226 238 244 253 2
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PTTEAT CARE BETECATEETERG CTTTEGCE GATTATATTT TUET TGCE TTTGEGECATETTE TR TATCCGCATTICRCC T A GAT TECACEAT ET TCE
343 352 361 310 379 388 387 406 415 424 433 442 451
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CTAAGAGTECEGT TTC GGTG CCCTTCTGGGAATGATTG CG T TCGGGG ATCTTCGCAGGAT C TTETET GTTE TGTTGEC CATAT TG C GC LCTQ
460 469 478 487 496 505 514 523 532 541 550 559
1176
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GAG T ET€E GG CGGT GAGGATC CCCCTCGATGACACGG TATCEAGETTT TG H_.Hnm GTTAGCTATGEGT TEC 2T CCAL € P B TR
568 577 586 595 604 613 622 631 640 649 658 667 67
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Applied D03707B1_A6Jc_2_pCU_M13-100_C02_08_ABI24 Inst Model/Name 3500/3500 Instrument

) Biosystems D03707B1_A6Jc_2_pCU_M13-100 Oct 20,2016 02:24PM, JST
SIN G:120 A:107 T:152 C:144 KB_3500_POP7_BDTv3.mob Oct 20,2016 02:50PM, JST
KB.bcp Pts 1444 to 12650 Pk1 Loc:1421 Spacing:11.25 Pts/Panel1350
KB 1.4.1.8 Cap:8 Version 6.0 HiSQV Bases: 980 mE Plate Name: 20161020_kitaku

TGACCATT TAC CAC T CGT IE T TTCATTT GAGCAGGCATCTCTTCTGTTAAG CCCGAAT ICTCTGGAATACTCATIAAGCTTGGCGTAATCATGGT CATAGCTGTT
6 685 694 703 712 721 730~ T390 EcoRT 748 757 766 775
ABO43BLL - 3LC0) Hiad L
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TECTGTGTEG b PGTTATCC GCTCACAA TTCCACACAAC AGCCGG AGTGTA? GCCTGGGGGTGCC T
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