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clone name : pCoGFP-Thlco

@® Clone ID

@ Lot

@ DNA Concentration

@ Volume

® Form

@® Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 14365

14365 _ A6Jc

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),

125 ng/well
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Erectrophoresis :

Restriction enzyme

BamHI + EcoRI
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100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Expected size of fragment

BamHI 3.3 kbp
EcoRI 33 kbp
BamHI + EcoRI 217,07 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence name

Primer name

Sequence — A

Reverse2

Sequence — E

Sequence — B

Sequence — F

Sequence — C

Sequence — G

Sequence — D

Sequence — H

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied

' Biosystems D03707A7_ABJc_2_Reverse2_F01_16_ABI24 Inst Model/Name 3500/3500 Instrument
D03707A7_ABJc_2_Reverse2 Oct 20,2016 02:24PM, JST

SIN G:162 A:131 T:110 C:176  primer name .? - Reverse? KB_3500_POP7_BDTv3.mob Oct 20,2016 02:50PM, JST
KB.bcp Pts 1433 to 12681 Pk1 Loc:1410 Spacing:11.24 Pts/Panel1350

- GCGGATAACAATTTCACACAGG-3'

KB1.4.1.8 Cap:16 Version 6.0 HiSQV Bases: 994 Plate Name: 20161020_kitaku
EET AE TG AITICG G CTTGCATGCCTGCAGGTCG ACTC TAG AGGITCCG[ATGAGCATC CCCG AG ARCAGCGGCCTG ACCGAAGAG ATGCCCGCCCAGATGAACC ]
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‘GG GGGGTGGTC CGGCCACGCCTTC TCCATGG GGCATCGGCGGAGGC CATCCTGACECG GCATCCAG 7 CTGGACATCAGAGTGACCGAGGGCGALCCCCCTGCC
109 118 127 136 145 154 163 172 181 190 HECES] 208 217

: il bt

CTTCAGCTTTGACATCCTGAGCGTGGCCTTCCAG TACGGC CCGGACCTACACCAGC TACCLCCGCQC GATCCCCGACTACTTCGTGCAGAGCTTCCCCGAGGGCTTCACCTT
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1124
562 » —
0 i I ! |
CGAGCGGACCCTGAGCTTTGAGGACGGCGCCATCGTG GGTGG GCGACATCAGCATCGAGGACGGC GTTCGTGGGC GATCA CGGCGAGTCCTTCCCAQG
334 343 352 361 370 378 388 397 406 415 424 433 442
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GGACGGCCCCGTG TG G G GTGATC GCTGG CCCAGCAGCGAGTC TATGTACGTGCGCGACGACACCCTCGTGGECGEGAGGTGGT GCTGAG CTAC GACCC
451 460 469 478 487 496 505 514 523 532 541 550
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GAGCACCCACTACACCTGTCACATG GACCATCTACCGGTCC G CCCGTGG EEPECE E GTTCCACTACGTGCACCACCGGCTCG G GGTCG
559 568 577 586 595 604 613 622 631 640 649 658 667
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> Applied D03707A7_ABJc_2_Reverse2_FO1_16_ABI24 Inst Model/Name 3500/3500 Instrument

L )
alece w_0m<m.nm:._m D03707A7_A6Jc_2_Reverse2 Oct 20,2016 02:24PM, JST
SIN G:162 A:131 T:110 C:176 KB_3500_POP7_BDTv3.mob Oct 20,2016 02:50PM, JST
KB.bcp Pts 1433 to 12681 Pk1 Loc:1410 Spacing:11.24 Pts/Panel1350
KB14.1.8 Cap:16 Version 6.0 HiSQV Bases: 994 Plate Name: 20161020_kitaku

GAGGGCAACTACTACGAGCAGCACGAGACAGCCATTGCC mono_ﬁm G TTCACTGGCCGEGTCGT TTTAC CGETEGT GACTG GG CCCTGGCGTTACCC
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TCGCCTTGCAGCACATECCCC TETCGECAGLCTGGEGT TAGCG GAEGLCEGCACLCEG ATC EE CC TT CCC CAGTTGCGCAGCCTG TG GCG |
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