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RIKEN DNA BANK

clone name : pSflaRE1Luc
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@ Cione ID

@ Lot

@® DNA Concentration
@ Volume

® Form

@ Host

@ Culture

@ Antibiotics

RDB _ 14362

14362 _ A6Jc

25 nanogram/ microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

@ Purification

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

(kb)

10.0
8.0
40
30
1.5

12
1.0

05

0.1

Erectrophoresis :

Restriction enzyme

BamHI + EcoRI

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Expected size of fragment

BamHI 43 kbp
EcoRI 4.3 kbp
BamHI + EcoRI 27,1.7 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence name

Primer name

Sequence — A

Reverse2

Sequence — E

Sequence — B

pUC-M13_-100

Sequence — F

Sequence - C

Sequence — G

Sequence - D

Sequence — H

APPROVED BY :

http://dna.brc.riken jp/index.html



, Applied

§ ) Bi Om<m._”m:._m D03707A4_A6Jc_3_Reverse2_H04_22 ABI|24 Inst Model/Name 3500/3500 Instrument
D03707A4_ABJc_3_Reverse2 Nov 01,2016 02:14PM, JST

SIN G:270 A:312 T:256 C:365 primer name > . Reverse2 KB_3500_POP7_BDTv3.mob Nov 01,2016 02:40PM, JST
KB.bcp § ,  Pts 1508 to 12652 Pk1 Loc:1485 Spacing:11.33 Pts/Panel1350
KB 1.4.1.8 Cap:22 i Version 6.0 HiSQV Bases: 958 Plate Name: 20161101 _kitaku
(GG GG "TACG CEJAB CT TC CATCCCTGCAG & TCE 26 TE TAG 5G & anom@mon G CAGCATG ATGAGCAAGAAGG 2CCTGG ARG ATAAGAACGTGGTGCACG |

1 1o 19 28 37 — &ap«d 64 73 82 91 100 109

| Hind T Gall woal OamHL| 2™ o ise (5 Flavipen)) 1
|

* Aoascarcdulodhd i leaifhy n.ﬂ.o..m,.ﬂ.%.fmf.rnm.n_wmwrw_,w,m.o_n,.n,.n
* wthgtobod bt ol bbb

. AU , /)

CCACCATCGTGTTCGTGTCC GCGGGLCCCTGCAC GATCCTGG GTG G CGCGCATCECCATCATC G nﬁmﬂmmdmmqmnﬂmm CACCG GAGGACTTCATGG(

451 460 469 478 487 496 505 514 523 532 541 550 559
1222
o zééé%ég%éﬁ@% %&%%5@%%%%5%5@%;
TACCAGTEEETGEACAGE PT-TATG G EAL T'RE CPECE CC CC CT PG RCATCEA TG GCT GCCCG GAGTTCGCCCGGGATGGACAGCTGGCCCTGATCATG
568 577 586 595 604 613 622 631 640 649 658 667
1222

L ey T o~
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. Applied

k Qut wm0m<mﬁ oms D03707A4_A6Jc_3_Reverse2_H04_22_ABI24 Inst Model/Name 3500/3500 Instrument
o D03707A4_ABJc_3_Reverse2 Nov 01,2016 02:14PM, JST
SIN G:270 A:312 T:256 C:365 KB_3500_POP7_BDTv3.mob Nov 01,2016 02:40PM, JST
KB.bcp Pts 1508 to 12652 Pk1 Loc:1485 Spacing:11.33 Pts/Panel1350
KB1.41.8 Cap:22 Version 6.0 HiSQV Bases: 958 Plate Name: 20161101_kitaku
7 CAGCAGCGGCAGCACL GEACTGE QT GGCGTGATGEC TGGCCCACAGATCCGTGG TCGTGCGGTT CAGCCACTE CAAGGACCECG TG TT CGGCAACCAGATC
, 676 685 694 703 712 721 730 739 748 757 766 7
1222
0N %&%gg%éz?g&ﬂ%
0 YooY A \
TC CCCCACACC G CTATCCTEACCGTE AT ECE TTTCCAGCACEEE TTCGGCATE T TCACCAC CCGTEGEE CTALG TG ACC TG TGGLE TTELGE ATES TGE T
75 784 793 802 811 820 829 838 847 856 865
1222
611
TS G ¢ 0.0 80 00 000 600 0,60 0% 0V i WD 0 S0 20 0D 0 o 4 B 0 T8 Tl A e S 2 S T B @ IS T e
GE TG GEE AAETTCEACHAGC AL TAC TR & TG G ogee TEd CCACGTAC G AT BT maeeooooamnqmmﬂmqonnoq CET T & TIf & C T
874 883 892 901 910 919 928 937 | 946 955 96.
1222
611
T @ TITC & ©F G AGEA GCE TG T £6 6C A5 TAC 6 e TG AGEC BATCEC TG G & ATCBE G C GGG C GGG G &L o
4 973 982 991 1000 1009 1018 1027 &35
1222
611l
0 o oS - '.ilvll..ﬂ..\h’.'\nxl..r.‘.gvt e D o N e A e e S - e
jall ol IT G c &, £ GG G TGG G G G CG T C G T & 45 ce G GG c T B T G cC TG G C @] G (
1045 1054 1063 1072 1081 1090
1222
611
L0 e N T e ——— e
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Applied

® BibEystems D03707A4_A6Jc_3_pUC-M13_-100_G04_19_ABI24 Inst Model/Name 3500/3500 Instrument
_ D03707A4_A6Jc_3_pUC-M13_-100 Nov 01,2016 02:14PM, JST

SIN G:108 A:72 T:97 C:118 primer name g : pUC-M13_-100 KB_3500_POP7_BDTv3.mob Nov 01,2016 02:40PM, JST
KB.bcp 5. ATTACGCCAGCTGGCGAAAGG -3' Pts 1481 to 12608 Pk1 Loc:1458 Spacing:11.24 Pts/Panel1350
KB1.4.1.8 Cap:19 Version 6.0 HiSQV Bases: 937 Plate Name: 20161101_kitaku
GEICTTITC G CGCGAT CGITG ETIACGCCAG GG TTTTCCCAG TCACG ACGTTG T CGACGGCCAGTG ﬁ.m.._ﬁ_ﬁ TECTTECTC TGEGEETTTCTTCAGGE AT TTETTTCY

73 100 109

mm r S .. ..
ceopl |7 Luciferase (G flapemts) o
610 a I

(
R SN %»C».,L.t,! M AV ,.:..L:..:»tE:..___‘.A::»:.:EEE—: :E:E

GEECCT TCCSGTCGATCTTGECGGTCAGGCCCTTAGGGATCTCATEG ATG GEGECRACACCG CCTCTCAGTEC TCT TG TAGCAGCTCAGCTGEGLCCG GEGRACGTAG TCCATCAY
118 123 136 145 154 163 172 181 190 199 208 2L 22

|
1 10 19 [ 28 37 46 55 64
|
_
1220 I

1220

- E%;,,._EE?—EE.E?E.E;:EEE:E:E:.E?::sE..:,EE,

ITTOE TEE TEE ETCACSTE 0T TG CCO TTITCLAGEACCA CACA GECGC CAGECAGTT CGL CG TCLACA TEATE TGE CARGCLEGT CARGE CEGCATCG GATGCAGGG ATGCT
235 244 253 262 271 280 289 298 307 316 334

1220

- .E._::Es:az_s::,_EE..?: e e .__E .5;:

GCAGCAGCACAGCTTCCAGTTCGGCAGGGGCCACCTGGTAGCCCTTG TACTTGATCAGGG ACTTCAGCCGGTCCACGATG G GTGGCCGTCCTCGTCGTAGTAG GC CGTC
343 302 36l 370 379 388 397 406 415 424 433 442 451

1220 Dot T
o ) AWV \

IGCCGGAGTGCAGCCAGC CATCCTTGTCGATCATCTCGTCSG GTGGCGEGGCCTTGTTGTTGCAGTAGCCCATCATGATCAT GTCGCCCTTCAGGTAGAGTTCTCCCC TC TGGTG
460 469 478 487 496 505 514 523 532 541 580 559

o gt e e

GEECECACECTCTTGC CEGCTETTCAGGTCCACEBATCTT GEGCGETG G TGGCACCACCTTGCCTG TAGAGCCAGGCTTATCECTCGCCECTCGEGEGGT GATGATCACGG
568 B 586 595 604 613 622 631 640 649 658 667 6

1220
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Applied

) Biosystems D03707A4_ABJc_3_pUC-M13_-100_G04_19_ABI24 Inst Model/Name 3500/3500 Instrument
D03707A4_ABJc_3_pUC-M13_-100 Nov 01,2016 02:14PM, JST
S/N G:108 A:72 T:97 C:118 KB_3500_POP7_BDTv3.mob Nov 01,2016 02:40PM, JST
KB.bcp Pts 1481 to 12608 Pk1 Loc:1458 Spacing:11.24 Pts/Panel1350
KB 1418 Cap:19 Version 6.0 HiSQV Bases: 937 Plate Name: 20161101_kitaku
_ CEETGCETTETCTCEETCAG GCEETAGE CCTETC TGAT GE CGGGICAGCTT ¢ € BCT TEGC GACGEEC CTE TECCAS TTOT TTAGECAGGEEEEETCEELEEE TG
76 685 694 703 712 721 730 739 748 757 766 775
12240
. %%é%géﬁ%%gﬂgm&jé
0
GCGATCTCTTTCAGGTTGCTCAG GTCGTACTGG TCCACCAGGG TGCTCTTGGECGAAGARAGC TGAACAGGG TAGGC GEGGCAAACTGG ATCT
784 793 802 811 820 829 838 847 mmm 865 874
1220

PGIT-A G TC E'TH G GGCAC TTCAG GTAGTGC TCG TCG C TPECEGE G C G C cCG ﬂnommﬂ G CCC (B GG TC CG T G & CC T
883 892 901 310 919 928 WM¢“ 955
1220
610
O — — - n el
GG T G CATGLCCE G G EEGETTEG TTCGG f G G T € (6 B TEC G ,_._ﬂmm\,m-z\m TC G G GG TG T {C. T CC i CCE
973 982 991 1018
1220
610
DT e e W e Dt e .. el N e
G 1 c 65 G G TTCoE T G CC G T G CC TG e G ol C CE & A CC G T & TG G T G G
036 1045 1054 1063 1072 1081
1220
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