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ﬁ RIKEN DNA BANK clone name : human MLC20 WT

RIKEH
BRC

@ Clone ID : RDB _ 14158

@® Lot A 14158 _ A6Ep

@ DNA Concentration 25 nanogram/microliter

@ Volume 40 microliter

@ Form DNA solution in TE buffer

@ Host DH5 alpha / Gigapack III
@ Culture LB medium

@ Antibiotics 100 microgram/ml Ampicillin

@ Purification QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme
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Erectrophoresis : 500 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme Expected size of fragment

Xbal 18.0, 124,89, 55, 0.7 kbp
Xhol 21.2,145,54,25, 14,06
kbp
kbp
kbp

@ Confirmation of the insertion sequence

Primer name

Sequence name

Primer name

Sequence name

Sequence — A

pAxCA F1

Sequence — E

Sequence — B

Sequence — F

Sequence — C

Sequence - G

Sequence — D

Sequence — H
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D03455A1_ABEp_pAxCA_F1_A09_03 Inst Model/Name 3500/3500 Instrument
Biosystems D03455A1_ABEp_pAxCA_F1 Jun 03,2016 10:01AM, JST
SING:9A11T9C:9 primer name A PAXCA_F1 KB_3500_POP7_BDTv3.mob Jun 03,2016 10:27AM, JST
KB.bcp 5 Pts 1473 to 13039 Pk1 Loc:1450 Spacing:11.39 Pts/Panel1350
- GGCTTCTGGC -3'
KB 1.4.1.8 Cap:3 BIETGACEEEC:S Version 6.0 HiSQV Bases: 847 Plate Name: 20160603_mix
GGG EEE TATIITE AFEEE TEET TCITGUC TTE TTE TTTITCC TACAGE TCEIGE mo_ EETE ETEGT TATT G TCCTG T'ETCATGAT TTTGG € G AATTGATTTATCGATT
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D03455A1_A6Ep_pAxCA_F1_A09_03 Inst Model/Name 3500/3500 Instrument
Biosystems D03455A1_ABEp_pAxCA_F1 Jun 03,2016 10:01AM, JST
SING9A11T9C:H KB_3500_POP7_BDTv3.mob Jun 03,2016 10:27AM, JST
KB.bcp Pts 1473 to 13039 Pk1 Loc:1450 Spacing:11.39 Pts/Panel1350
KB1.4.1.8 Cap:3 Version 6.0 HiSQV Bases: 847 Plate Name: 20160603_mix
s CTAGTC(ETAG AATC G ATAATC ARTT CAC TCCTCAGGTGCA GGCTGECTATE G ETGEGTEET TGE TG TG GCCCA AT GECET GG CT CAC T ICCCAC TG AGATC!
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PET T TE0E TC 16 6T TTATGGEGGE AC AT C ATE ARGOE CGOT TG A GEATC 16 ABTT OTGGC TAA T EEAA ET T'IA TTTTT (A TTIGC A AT TGTGTIGGGAFTTT
793 802 811 820 829 838 847 856 865 874 883 892 901
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TTTT CGTGTCTTCT CA CTIC GG AR GEGACITAAT CGGG 4 EGGCC TCA TTT CAT B0 ¢ TG A GT ATTTIG G 1T TA AAGTTTT G (C € A'TA TGCCCCA T AT
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GCTG GCCTG CCATGAAC GGG TTGGG C T AT GAA GG T CATC (AGG TA TATIT C CAGC BECEEE16E ¢T6 P 0E ATIT COT'T AATT CCC B TAG
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GEC C TTIG TATCG AGGGT T GC TT TIAICTT TTTAGAATATUTET TCCG C T T CF
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