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P. RIKEN DNA BANK clone name : pFLAG-CMV-2-WT-human Akt2
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@ Cilone ID
@ Lot

@® DNA Concentration

RDB _ 06615

14149 _ A6Dr

25 nanogram/microliter

@® Volume 40 microliter

@ Form DNA solution in TE buffer

@® Host DH5 alpha

@ Culture LB medium

@ Antibiotics 100 microgram/ml Ampicillin

@ Purification

@ Digestion by restriction enzyme

QIAGEN QIAprep Spin Miniprep kit
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Erectrophoresis :

Restriction enzyme

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Expected size of fragment

Hindlll 6.1 kbp
Xbal 6.1 kbp
HindlIll + Xbal 46, 1.5 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name Primer name

Sequence name

Primer name

CMV-Forward

Sequence — A

Sequence - E s

hGHpolyA-R

Sequence — B
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. Applied

w_0m<mﬂm3m 08615_14149_A8BDr_CMV-Forward_A08_02 Inst Model/Name 3500/3500 Instrument
06615_14149_A6Dr_CMV-Forward May 13,2016 01:17PM, JST
SIN G:136 A:269 T:203 C:380  primer name A CMV-Forward KB_3500_POP7_BDTv3.mob May 13,2016 01:44PM, JST
KB.bcp , _ Pts 1566 to 12344 Pk1 Loc:1543 Spacing:10.89 Pts/Panel1350
KB1.4.1.8 Cap:2 5-GCACCAAAATCAACGGGACTT-3 Version 6.0 HiSQV Bases: 922 ) Plate Name: 20160513_mix
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'Bi osystems 06615_14149_A6Dr_CMV-Forward_A08_02 Inst Model/Name 3500/3500 Instrument
06615_14149_A6Dr_CMV-Forward May 13,2016 01:17PM, JST
S/N G:136 A:259 T:203 C:380 KB_3500_POP7_BDTv3.mob May 13,2016 01:44PM, JST
KB.bcp Pts 1566 to 12344 Pk1 Loc:1543 Spacing:10.89 Pts/Panel1350
KB14.1.8 Cap:2 Version 6.0 HiSQV Bases: 922 Plate Name: 20160513_mix
_ TG GCCGCTACTACGC CATGAAGATCC TG CGG AAGGAAGTCATCAT TECCRAGE ATG AAGTCEGCTCACACAGTCACCGAG AGEEG GG TCE TCLAGAATACE
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Applied

Biosystems 06615_14149_A6Dr_hGHpolyA_R_B08_05 Inst Model/Name 3500/3500 Instrument
06615_14149_A6Dr_hGHpolyA_R May 13,2016 01:17PM, JST
S/N G:132 A:182 T:153 C:297 primer name .m . hGHpolyA_R KB_3500_POP7_BDTv3.mob May 13,2016 01:44PM, JST
KB.bcp 5 AGGTT - _ Pts 1572 to 12425 Pk1 Loc:1549 Spacing:10.84 Pts/Panel1350
KB1418 Cap5 - GTCTTCCCAACTTGC -3'  version6.0 HiSQV Bases: 936 Plate Name: 20160513_mix
¢ AR Ccdce C ABCCCCATRATAT TATA G AAG G 2CAC C TAG TCAG AC TG ATG CAACT TAAT T TTAT TAGGACAAGG CTGG TGGGLACTG G AGTG GCARCT TCC
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TCCATE ACCTCCTTGGCATCGCTGGGCCCECCACCAAGLCCTCTGC TTEGGGGTCCT TCTTAAGCAGECCAGC GCAGGGACTTGGCC TCGGGGCTGAGCGTGCGC GGG
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GGATCTCTTCCATGAGGATGAGCTCGAAGAGGCGC TCGTGGTCCTGGTTGTAG GEGECAGGCGGCCGCACATCATCTCG TACATGACCACACCCAGCCCCCACCAGTCH
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Applied

Biosystems 06615_14149_A6Dr_hGHpolyA_R_B08_05 Inst Model/Name 3500/3500 Instrument
06615_14149_A6Dr_hGHpolyA_R May 13,2016 01:17PM, JST
S/N G:132 A:182 T:153 C:297 KB_3500_POP7_BDTv3.mob May 13,2016 01:44PM, JST
KB.bcp Pts 1572 to 12425 Pk1 Loc:1549 Spacing:10.84 Pts/Panel1350
KB1.4.1.8 Cap:5 Version 6.0 HiSQV Bases: 936 Plate Name: 20160513_mix
JACGGCCCGGCCATAG TCAT PTGTCCTCCAGCACCTCRAG GCGCCAGGTACTCCGGEGGTCCCACAGRAAGGTT TTEATGGTGGCCCCETCACTGATGCCCTCTITTGE
567 676 685 694 703 712 72 730 739 748 757 766
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