P Gene Engineering Division
RIKEN BioResource Center

p. RIKEN DNA BANK clone name : pgRNA_mMecp2_T1

1K=
RC

o=

@ Clone ID RDB _ 14014
@® Lot 14014 _ A6D7

@ DNA Concentration 25 nanogram/microliter

@ Volume 40 microliter

@® Form DNA solution in TE buffer

® Host > DH5 alpha

@ Culture LB medium

@ Antibiotics 25 microgram/ml kanamycin

@ Purification QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme
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100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Erectrophoresis :

Restriction enzyme Expected size of fragment

Ndel 4.0 kbp
Xbal 3.5, 05 kbp
kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence name

Primer name

Sequence — A

T7 20bp

Sequence - E

Sequence — B

Sequence — F

Sequence - C

Sequence — G

Sequence — D

Sequence - H

APPROVED BY :

http://dna.brc.rikenjp/index.html




 Applied

D03336A2_A6D7_1_T7_20bp_B11_05 Inst Model/Name 3500/3500 Instrument
osystems = i e
Biosy D03336A2_A6D7_1_T7_20bp Apr 21,2016 09:54AM, JST
SIN G:60 A:62 T:58 C:63 primer name A :T7_20bp KB_3500_POP7_BDTv3.mob Apr 21,2016 10:20AM, JST
KB.bcp , Pts 1492 to 12937 Pk1 Loc:1469 Spacing:11.51 Pts/Panel1350
KB 1418 Caps 5 TAATACGACTCACTATAGGG 3 version6.0 HiSQV Bases: 993 Plate Name: kitaku
TS OHHH_O "GCATGC TCG GC GGCCGCCAG TG TG ITGG ITATC TG CAG ATTEGCCC TT TG TAC GCAGGCTTT GG CE TTCAGTCGACTGGATCCGGTAC
i 10 19 28 37 55 64 3 82 91 100 1 109
| ® BT ST 10 BumHE 109
1150
. g@?@&og%gz/@gé%%é
0
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S/N G:60 A:62 T:58 C:63
KB.bcp
KB 1418 Capb

D03336A2_A6D7_1_T7_20bp_B11_05
D03336A2_A6D7_1_T7_20bp
KB_3500_POP7_BDTv3.mob

Pts 1492 to 12937 Pk1 Loc:1469
Version 6.0 HiSQV Bases: 993 Plate Name: kitaku

Inst Model/Name 3500/3500 Instrument
Apr 21,2016 09:54AM, JST

Apr 21,2016 10:20AM, JST
Spacing:11.51 Pts/Panel1350

JA[CAAC ATACGAGECGE GCAT
6 685 694
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GT GTE# lGCcCcT GE GG TECLTAIRTE AG TBAGCT CTCACATTHAATTGEGT TGCGECTCRAETGEEECGC T TTCCAGTESG GG C
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CTEGTCGTGCCAGCTGCATT “TCGGCCHL -CGCGCGGGEG GECGETTIGEGTATTEGGEEEC TCTEECGCTTCCTEGE TCAC TG AC TEERE TECGETL |
'84 793 802 811 820 829 838 847 856 865 874 883
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56 TCGTTCGGCTGCGGCG AGCGGTATCAGC TCACTC GGCGG1Aa A TACGGTTATCCACAG TCA IGGGAT CGCA GG
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