p Gene Engineering Division
RIKEN BioResource Center

R RIKEN DNA BANK clone name : S—Myc

RIK=H
BRC
@ Clone ID . RDB _ 02140
@® Lot : 14003 _ A6Cs
@® DNA Concentration . 25 nanogram/microliter
@ Volume i 40 microliter
@® Form : DNA solution in TE buffer
@ Host . DH5 alpha
@ Culture : LB medium
@ Antibiotics 5 100 microgram/ml Ampicillin
@ Purification g QIAGEN QIAprep Spin Miniprep kit
@ Digestion by restriction enzyme
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Erectrophoresis : 84  nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
Notl : 5.5 kbp
EcoRI 3 5.5 kbp
BamHI 3 35,20 kbp
kbp
kbp
@ Confirmation of the insertion sequence
Sequence name Primer name Sequence name Primer name
Sequence — A CMV-Forward Sequence — E =
Sequence - B SV40pro F V2 Sequence — F =
Sequence — G = Sequence - G ==
Sequence - D - 2= Sequence - H -

APPROVED BY :

http://dna.brc.riken.jp/index.html



Applied

w_0m<mﬁm=..m 02140_14003_ABCs_1_CMV-Forward_C01_07 Inst Model/Name 3500/3500 Instrument
02140_14003_A6Cs_1_CMV-Forward Apr 04,2016 09:55AM, JST
SING:19 A:20 T:19 C:23 primer name } : CMV-Forward KB_3500_POP7_BDTv3.mob Apr 04,2016 10:21AM, JST
KB.bcp 5. GCACCAAAATCAACGGGACTT-3' Pts 1348 to 13037 Pk1 Loc:1325 Spacing:11.47 Pts/Panel1350
KB 1.4.1.8 Cap:7 ~ Version 6.0 HiSQV Bases: 1027 _ Plate Name: 20160404_dnabank
©/6 TICCAIC CTCOEE (CCHEAT T C TG GGLGGETAGGCGTETACGE GTE GG AGGTCTATATAAGCAGAGE TE TC 6 GETAACTAG AG AACCCAC TG C TTACTGECTTATC
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G TTAATACGACTCACTATAGGGAGACCCAAGC TTCCATGGAGCAGAAGCTGATCAGCGAGGAGG oeroomnnon I'C GAGCATHECATCTACAGCGGELCCTATTCT ATAY
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GTGTCACCT TGCT G GCTCGCTG TC GCCTCGCTGTGCCTTICTAG TTGCCAGCCATCTGTTGTTTGC CCCTCCCCCG TGCCTTCCT TG ACCCTGG ~-GGTGCCACTCC
231 241 251 281 291 301 311 321 331
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‘ERCTE TCCTTTECTA ATA TG GG TTGCAT CGCATTGTCTGAG TAGGTGTCATTCTATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGEGAGGATTGGE
1 351 361 371 381 391 401 411 421 431 441 451
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TAGCAGGCAT GCTGGGGATGCGGTGGGCTCTATGGICTTCTGAGGEGEG GAARCCAGCTGGGGC TCEAGGGGE GATCCCCRCGCGCECTGTA GC GGCGCATTARAGCGE GG (
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EEGCTET CET GETTACCLECABCETEALC 6C TACGACT T GUCAGE GC CCTAGEGECEE CTECCTTTCGETTTCT TCCETTCCTTTC TCGCCA EG TTCGCCGEGETTTCEEL GTC
571 581 591 601 611 621 631 641 651 661 671
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%"Wmvb_%nﬂam 02140_14003_A6Cs_1_CMV-Forward_C01_07 Inst Model/Name 3500/3500 Instrument

02140_14003_ABCs_1_CMV-Forward Apr 04,2016 09:55AM, JST

S/N G:19 A:20 T:19 C:23 KB_3500_POP7_BDTv3.mob Apr 04,2016 10:21AM, JST

KB.bcp Pts 1348 to 13037 Pk1 Loc:1325 Spacing:11.47 Pts/Panel1350
KB14.1.8 Cap7

: Version 6.0 HiSQV Bases: 1027 Plate Name: 20160404_dnabank
_ G.CTCT TE GiGEE GCTCCET TTA GEGTTCCGAT T'TA GT G TTTAGG GCACCTEL GACCCCR CTTGCATTAGGETEATGGTT CACG TAGTEGECCATCECCCTGAT
681 691 701 gakl 721 731 741 751 761 T 781
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GACGGTITITTCGCCE TTT'GACGT TG GAGTCCACGTTET TT TAG TGG ACTCT TG TTCCA? _

C TCCG c CACTC CCCTATCTCGGETCE TATTCTTTTT

791 801 811 821 831 841 m,nﬂ”_. 861 871
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Applied

W_Om<m.nm_3m 02140_14003_ABCs_1_SV40pro_F_V2_D01_10 Inst Model/Name 3500/3500 Instrument
02140_14003_A6Cs_1_SV40pro_F_V2 Apr 04,2016 09:55AM, JST
S/N G:381 A:319 T.284 C:409 primer name @ - SV40pro_F_V2 KB_3500_POP7_BDTv3.mob Apr 04,2016 10:21AM, JST
KB.bcp c-3 Pts 1369 to 13001 Pk1 Loc:1346 Spacing:11.51 Pts/Panel1350
KB 1.4.1.8 Cap:10 5-TCGGCCTCTGAGCTATTC- Version 6.0 HiSQV Bases: 1023 Plate Name: 20160404_dnabank
TICEE € TTIT TG GA G CTAGE GCTTT GCTCCCG GG ZGCTTGEATATCCAT T TTEGGATCTGATCAAGAGACAG GATEAGGATCGT TTC 6 gaum CRAAG
10 37 46 64 73 100 10¢
QiNC At NeoR
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TGGEATTECACGCAGETTCTCCE GOC GE TTE SGTEGAGAGGCTAT TC B GCTATGACTGGE CAC TCG GC TGCTCTGATGCC BCCGTGTTCCEGCTETEAGCGE AGY
3 118 127 136 145 154 163 172 181 190 199 208 217
1098
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3GGCGCCCEGGTTCTTTTTGTCAAGACC GALCC TG TCCGGTGCCCTGARATG TGCAGGACGAGGCAGCGE GGCTATCGTGGCTGGCCACGACG GGCGTTCCTTGCGCAGCT GTG
226 235 253 262 271 280 289 298 307 316 325 334
t, 1
1098 @@
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CTCGACGTTGTC O.H_.‘ GCGGG GGG CTGGCTGCTATTGGGCG mﬂmﬁﬂmmmmn GEGATCTCCTGTCATETC nﬂﬂqmﬁﬂno.ﬁm.ﬂnm G GTATCCATCATGGCTG A1
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" GC . ATGCGGCGGCTGC.T-CGCTTG TCCGGCT CCTGCCCATTCG CCACC 7 GCG CATCECATUGAGEG ACCACGTACTUGEAT 66 ARCCCGETCT TET CCAT CAG G
451 460 469 478 487 496 505 514 523 532 541 550 559
1098
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TGATETGGACGAAGAGCATCAG BGGETCELGCCACCC GAACTGTTGGCEAGGL T GGCGCGCATGCECE ACGGCGAGGATCTC GTCGTGACCCATGEC GATGCCTGE
568 577 586 595 604 613 622 631 640 649 658 667
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Applied

Biosystems 02140_14003_A6Cs_1_SV40pro_F_V2_D01_10 Inst Model/Name 3500/3500 Instrument
02140_14003_A6Cs_1_SV40pro_F_V2 Apr 04,2016 09:55AM, JST

S/N G:381 A:319 T:284 C:409 KB_3500_POP7_BDTv3.mob Apr 04,2016 10:21AM, JST
KB.bcp Pts 1369 to 13001 Pk1 Loc:1346 Spacing:11.51 Pts/Panel1350
KB 1.4.1.8 Cap:10 Version 6.0 HiSQV Bases: 1023 Plate Name: 20160404_dnabank
TTGCC GA ATATGATGETGE TGGCCGCTTTTCTGG AT TCATCGAC TG TG GCCGGCCTGGGTIGTGGCGEGACCGC TATCAG GACATAGCGT TGGCTACCCGE TGAT ATTG
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