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clone name : S—-HA (pRc/CMV)

@® Clone ID

@ Lot

@ DNA Concentration
@ Volume

@® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 02136

13988 _ ABCm

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DHS alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin

Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

(kb)
10.0
8.0
40
30

15

1.2
1.0

041

Erectrophoresis :

Restriction enzyme

84  nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Expected size of fragment

EcoRI 5.5 kbp
BamHI 35,20 kbp
kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name Sequence name Primer name
Sequence — A CMV-Forward Sequence - E -
Sequence — B SV40pro_F_V2 Sequence — F -

Sequence — C =

Sequence — G

Sequence - D =

Sequence — H

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied

W_Om<m.nm_..:m 02136_13988_A6Cm_2_CMV-Forward_A01_01 Inst Model/Name 3500/3500 Instrument
02136_13988_A6Cm_2_CMV-Forward Apr 04,2016 09:55AM, JST
S/N G:175 A:164 T:161 C:227 primer name > . CMV-Forward KB_3500_POP7_BDTv3.mob Apr 04,2016 10:21AM, JST
KB.bcp Pts 1364 to 13426 Pk1 Loc:1341 Spacing:11.71 Pts/Panel1350
- GCACCAAAATCAACGGGA -3
KB1.4.1.8 Cap1 K ST Version 6.0 HiSQV Bases: 914 , Plate Name: 20160404 _dnabank
&le TC C T:EE EEC TGGGCGGT GGCGTGTACGGTGGEGGAGGTCTATAT GCAGAGCTICTCTGGCT CTAG AG COCACTGEECTTACTGGECTTATC G
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3 BT TACGACTCACTATAGGGAGACCC GC ITTCCATGGCOTACCCCTACGACGTG CCC GACTACGCCECG GCLCGCTCGABLEATECATCTAGAGGGEECT ATT CTATALT
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TG TGGTG GTTACGCECAGC GTE ACC GO TACAC TTGE CAGUGCCCTAGECEGCCCGRTEETTIC SCTT TCTTCECTT TTC TCGCCACGTTCGCCGGCTTTCCCCGTC
59 568 577 586 595 604 613 622 631 640 649 658 667
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Applied

wm0m<m.nm3m 02136_13988_A6Cm_2_CMV-Forward_A01_01 Inst Model/Name 3500/3500 Instrument
02136_13988_A6Cm_2_CMV-Forward Apr 04,2016 09:55AM, JST
SIN G:175 A:164 T:161 C.227 KB_3500_POP7_BDTv3.mob Apr 04,2016 10:21AM, JST
KB.bcp Pts 1364 to 13426 Pk1 Loc:1341 Spacing:11.71 Pts/Panel1350
KB 1.4.1.8 Cap:1 Version 6.0 HiSQV Bases: 914 Plate Name: 20160404_dnabank
TET TCEGEEECTCEETTTAL GETTCE GATTTAETGETTT AGE GCACC TCEACECE CTTGAT TAGGG TEATGEGT T'CACG TAGTGGGCCATCGC CC TGATAG
676 685 £94 703 712 21 730 739 748 757 766 775
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Applied

Bi osystems 02136_13988_A6Cm_2_SV40pro_F_V2_B01_04 Inst Model/Name 3500/3500 Instrument
02136_13988_ABCm_2_SV40pro_F_V2 Apr 04,2016 09:55AM, JST
S/N G:44 A:43 T:39 C:61 primer name @ . SV40pro_F V2 KB_3500_POP7_BDTv3.mob Apr 04,2016 10:21AM, JST
KB.bcp ; . Pts 1368 to 13077 Pk1 Loc:1345 Spacing:11.51 Pts/Panel1350
KB 1.4.1.8 Cap4 S-TCGGCCTCTGAGCTATTC-3 Version 6.0 HiSQV Bases: 1012 _u_mﬁ Name: moAmoaohlasmcm:x
CTICCGACCGITT ITTGG ¢ *RG BE TTTTEE GCTCCCG GG “GCTTG GATATCCATTTTCGGATCTGATCARGAGACAGG ATGAGG ATCGTTTCG TT.G ARCAN:G
28 37 16 55 64 73 82 91

10 mﬁpﬂﬁ.\ 109
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TGGATT GCACGC ODHHOHOOGOOOQOHHOO@%DD GAGGCTAT TCGGCTATGACTGGGCALC CAGAC TCGGCTEC TCTGATGCCGCCETGTTCCGGE TGTCAGCGLEAGY

118 127 136 145 154 163 172 181 190 199 208 217 226
1006
503
0 _
CGCECECEEGTTETTTTT GTE GACC GACCTGTCCGGTGEGCCCTG TG CTGCAGGACGAGECAGCGCEEEC TATCE TEGGCTGE GCCACGACGGGEGCGTITCCT TGL GC GCTGTG
235 244 253 262 LAl i ch 289 298 307 316 325 334
lonr 1
1006
S >>>
CTCGACGTTGTCACTG GCGGG GGGACTGGCTGCTATTGGGCG e e EEEASEATETECTETEAT CGTCA CE TG BTE CTGCES AR GTATCCATCATGGCTG
343 352 361 370 379 397 406 415 424 433 442 451
1006 "
- igé | %i%g
TECEGOGGCTGCATACGCTTGATCEG GETACE TGECCAT TEGACGALGE CATCGCATCGAGCGAGUCACGTACTCGGATGEG GCCGGTCTTGTCGATCAGG
460 469 478 487 496 505 514 523 s 1 541 550 559

3 %%%%iggg%g%% il

TCT GG ALCE GAGCATCAGGGGCTCGC GC CAGC LG CTGT TCGCCAGGCTC GGCGCGCATGCCCGACGGCG AGGATCTCGTCGTGACCCATGGCGATGECCTGC
568 5 586 595 604 613 622 631 640 649 658 667 676

Necol

1006

= Mttt ottt

P_Rma on: Mon Apr 04,2016 12:03PM, JST Electropherogram Data Page 1 of 2

-




Applied

m_0w<mﬁm3m 02136_13988_A6Cm_2_SV40pro_F_V2_B01_04 Inst Model/Name 3500/3500 Instrument
02136_13988_ABCm_2_SV40pro_F_V2 Apr 04,2016 09:55AM, JST
S/N G:44 A:43 T:39 C:61 KB_3500_POP7_BDTv3.mob Apr 04,2016 10:21AM, JST
KB.bcp Pts 1368 to 13077 Pk1 Loc:1345 Spacing:11.51 Pts/Panel1350
KB 1.4.1.8 Cap4 Version 6.0 HiSQV Bases: 1012 Plate Name: 20160404_dnabank
TTGCCGAATATCAT GGTEG TGGCCECT TTTCT GGATTCATCGACTGTGGEGCCGEC TGEG TGTGGCGGACEGLCTATCAGG ACATAGCGETTGGEC TACCECGTGATATTG

685 694 703 712 721 730 739 748 757 766 775 784
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T N e e

CTG GRGCTTGGCGGCG TEGGECTEACCGEGE T TCCTCE TGETTTACGETATCGCEGCTC ECEGATTCGCAGCGCATCSEC TTCTATEGC CTTCTTGACE AGT TCTT
183 802 811 820 829 838 847 856 865 874 883 8

c Q.DOOOQ OHOHGGOQWHHOO TGACCGACC GCGACGCCC CCTGCCATCACEG GATTTCG AT TEC AECCGEE G ECECTTET GTTGGGC
Zmopwmmga 901 &_o 919 928 937 945 955 964 5 982 991
1006 _
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