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clone name : pEF-LRRK2-FLAG-His

@ Clone ID
@® Lot

@ DNA Concentration

@ Volume
@ Form
@ Host
@ Culture

@ Antibiotics

RDB _ 13973

13973 _ A6C2

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DHS5 alpha

LB

100 microgram/ml Ampicillin

@ Purification

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well
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nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Expected size of fragment

Sall 13.0 kbp
Ncol 77,53 kbp
Xbal 9.0, 4.0 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence name

Primer name

Sequence — A

EF1a-C_F

Sequence — E

Sequence — B

Poly(A) region primer #0

Sequence — F

Sequence - C

Sequence - G

Sequence ~ D

Sequence — H

APPROVED BY :

htto://dna.brec.riken.ip/index.html




Applied D03172A1_A6C2_2_EF1a_C_F_GO1_19 Inst Model/Name 3500/3500 Instrument

Biosystems
y D03172A1_ABC2_2_EF1a_C_F Mar 16,2016 10:08AM, JST
S/N G:40 A:53 T:48 C:43 primer name } . EF1a-C_F KB_3500_POP7_BDTv3.mob Mar 16,2016 10:34AM, JST
KB.bcp . ) Pts 1454 to 12797 Pk1 Loc:1431 Spacing:11.4 Pts/Panel1350
KB1418 Cap:19 §-AGTTAGGCCAGCTTGEOACTTGATES Version 6.0 HiSQV Bases: 962 Plate Name: 20160316_mix
G E e Sﬁmnmniasjem GTIT GGATCTT G GT TCAT T GT CAA GCC TCAGACAGTGETTC GTTTTTTTC TTCCATT TCAGGTGTCGTGAGGAATTCTCTAGTCG
28 37 46 55 64 73 82 91 100 R 109
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GIlELQGCTAGTGGCAGCTGTCAGGGG TGCGARGAGG 2CGAG GARACTCTGAAG AAGTTGATAGTCAGGCTG AACARTGT CCA GG A! CAG EGE T6 GTEC
Ghavt] 118 136 154 163 172 181 190 Bo 208 217 226
=5 hLRRWZ. (WM_idrsng.3)
1214 {22
607 )>>
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TCCTGGAGGATCTGC TG GTETTCACGTACTCCGAGCACG CCTCCAAGT TATTTCAAGGC TATC CATGTGCCTCTGTTGATCGTCTTGGACTCCTATATGAGAGTC GCG
235 244 253 262 271 280 289 298 307 316 325 334
1214
607 — —P
0 | | | | |
GTGTGCAGCAGGTGGET TG G TCAC TTCTRTEE TTAATAGAAGTCTETCEAGGTACAAT GL GCTTAATGGGACCCCAGGATGTTGGAAATG ATTGGE GAAGTCCTTIGGT
343 352 361 370 379 388 397 406 415 424 433 442 451
1214
607 » »
0 |
GT TCACCAATTGATTCTT ARRATGCTAACAGTTCATAATGCCAGTET CTTGTCAGTGATTGGACTGAAGACECTTAGATCTCCTCCTAACTTCAGGT TCACIC T TGC
460 469 478 487 496 505 514 523 532 541 550 559
1214
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O & A » i pb ) hi
TGATATT GGAT GAAGAAAGTGATATTTT CATGT TAAT TTTTGAT GCCATGCACTCATTTCCAGC CAATGATGARGTCCAGARACTTGGATGC GCTT TREATETGEE T
568 577 586 595 604 613 622 631 640 649 658 667 6
1214
607
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Applied

2A1_ABC2_2_EF1a_C_F_G01_19 Inst Model/Name 3500/3500 Instrument
Biosystem BRsiE LG F_
y 2 D03172A1_A6C2_2_EF1a_C_F Mar 16,2016 10:08AM, JST
S/N G:40 A:53 T:48 C:43 KB_3500_POP7_BDTv3.mob Mar 16,2016 10:34AM, JST
KB.bcp Pts 1454 to 12797 Pk1 Loc:1431 Spacing:11.4 Pts/Panel1350
KB1.4.1.8 Cap:19 Version 6.0 HiSQV Bases: 962 Plate Name: 20160316_mix
GTTTGAGAGAGTCTCAGAGGAGCAACTG AC TGAAT TTGTTGAGAACAABRGATTATATGATAT TGTTAAGTGC G TTAACAARATTT T GATGAAGAG GAARATTG T
16 685 694 703 712 721 730 739 748 757 766 775
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CTTCATGTECT GCATTE TTTA ol ol el TTEE TTE & A TGTGGARGTE CTCATSE A6 TEGC AR TETCAGGTGT T TTGT & ETE G
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T & TATIT A ACEGAAGQTCCGATE AG TTT G TEGE TE ARG CTEETGE CAGE AG TAECCC AG AGAA TG CCA G C TTG CA G AsTC |
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>_u_u__ma D03172A1_ABC2_2_GNPmixture_B01_04 Inst Model/Name 3500/3500 Instrument

W_Om<m.nm_.=m . D03172A1_ABC2_2_GNPmixture Mar 16,2016 10:08AM, JST
SIN G:52 A:56 T:47 C:66 primername @ Poly(A) region primer #0  KB_3500_POP7_BDTv3.mob Mar 16,2016 10:34AM, JST
KB.bcp S-TTTTTTTTTTTTTTTTTTTTNNN-3' Pts 1488 to 12512 Pk1 Loc:1465 Spacing:13.25 Pts/Panel1350
KB14.1.8 Cap4 Version 6.0 HiSQV Bases: 946 Plate Name: 20160316_mix
_ G TCGGIGAAG CTCAGCCIACAATGTGGCAGTG G AGGG G /CACTG GTG ~AGTGGGGGGTGAAG FGGTGGAGGGTG ACAGTGGAGCTTCCT TTCACACACAGGCCTG ACAT

1 10 19 28 [ 37 46 55 64 73 82 91 100 109
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S AT PO CO T G TC TG T CEC TCRCACATE CECAG TCCEE G TECAGEAAGGCE TETCCAGSE CAZCTGE CCTGGCCE T GAGTCACAGTCCET GACCETC GTGEGGEGGEC AGGE]
118 127 136 145 154 163 12 181 190 199 208 o I 226
| 1178
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GCAGGTGTCCCGAGGCCACCCAG CAGGAG ACACG TCGGTGATGTTCGGGAGTCAR CCATE TEEERT GTCT ERCGNGATT CCE CAGEER ANTTC GT GG
235 244 253 262 271 280 289 298 307 316 325 334 34
1178

SACCCCAGGG CCATGCCTCCCAGCTCTGGCCACCTCTGCTTGTCCAGGGGCCTCACAGLC GGGGATGCAGGGGCCGC TGTGCAGTCGGCTGAGGCCAG AGTGAGGGGT GC

1178
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CTTTACTTGTACAGCGGCTAGCATT TAGGTGACACTAT H.OOOOOOHO & AGC CAGCCAACTCAGCTTEE T TTCGGEGCT TTEGT TRGCAGC CGE AT CTCHYGETG
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Applied

Bi osystems D03172A1_A6C2_2_GNPmixture_B01_04 Inst Model/Name 3500/3500 Instrument
D03172A1_ABC2_2_GNPmixture Mar 16,2016 10:08AM, JST
S/N G:52 A:56 T:47 C.66 KB_3500_POP7_BDTv3.mob Mar 16,2016 10:34AM, JST
KB.bcp Pts 1488 to 12512 Pk1 Loc:1465 Spacing:13.25 Pts/Panel1350
KB 1.4.1.8 Cap4 Version 6.0 HiSQV Bases: 946 Plate Name: 20160316_mix
_ GTGGTGGTGGTGGTGICTCG ARGAT|CTTGTCATCGTCGTCCT TG TAGTCCTCG ACCTCG ACGCGGCECGCACTCARCAGATGTTCGTCTCATTITTTTCAGCT
676 685 694 703 712 721 730 NotT 739 748 757 766
1178 S gﬁ- TLAG hLRRKZ .
Lx His (wM_ 195505.3)
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PETTTETETA CCTTCAG TATTITITEEGE TIE TAGECCE! T CCAAG C T G CATTTTTIARAG GC T TCCCTAAGE TG .TGEC T .G T:CC R T G
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964 973 982 991 1000 1009 1018 1036 1045

1178

589

0

e — e e

i TEGGE ECLC TEELCe Trecc G T € & T C L G’ G CC A6 G T G TIT &C T T BB T G cC A G
1054 1063 1072 1090 1099 1108 1117
1178
589
0 e e i e e et T e — s
1178
589

Lo

Printed on: Wed Mar 16,2016 01:22PM, JST Electropherogram Data Page 2 of 2




